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Supplementary	
  Figure	
  1.	
  Rarefaction	
  Curves	
  (Species	
  Accumulation	
  Curves)	
  of	
  2012	
  
Samples	
  using	
  total	
  percentage	
  of	
  reads	
  and	
  annotated	
  species	
  richness.	
  
	
  

	
  
Supplementary	
  Figure	
  2.	
  Class	
  Distribution	
  of	
  2012	
  Samples	
  with	
  LCA	
  annotation	
  using	
  the	
  
MG-­‐RAST	
  Pipeline.	
  Class	
  abundance	
  counts	
  were	
  normalized	
  to	
  the	
  total	
  number	
  of	
  Class	
  
abundance	
  counts	
  per	
  sample.	
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Supplementary	
  Figure	
  3.	
  Order	
  Distribution	
  of	
  2012	
  Samples	
  with	
  LCA	
  annotation	
  using	
  
the	
  MG-­‐RAST	
  Pipeline.	
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  abundance	
  counts	
  were	
  normalized	
  to	
  the	
  total	
  number	
  of	
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  abundance	
  counts	
  per	
  sample.	
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Supplementary	
  Figure	
  4.	
  16S	
  rRNA	
  Gene	
  Phylum	
  Distribution.Phylum	
  Distribution	
  of	
  2012	
  
Samples	
  using	
  the	
  16S	
  rRNA	
  Gene	
  annotation	
  from	
  the	
  Ribosomal	
  Database	
  Project	
  
Classifier.	
  Phylum	
  abundance	
  counts	
  were	
  normalized	
  to	
  the	
  total	
  number	
  of	
  Phylum	
  
abundance	
  counts	
  per	
  sample.	
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Supplementary	
  Figure	
  5.	
  16S	
  rRNA	
  Gene	
  Class	
  Distribution.	
  Class	
  Distribution	
  of	
  2012	
  
Samples	
  using	
  the	
  16S	
  rRNA	
  Gene	
  annotations	
  from	
  the	
  Ribosomal	
  Database	
  Project	
  
Classifier.	
  Class	
  abundance	
  counts	
  were	
  normalized	
  to	
  the	
  total	
  number	
  of	
  Class	
  abundance	
  
counts	
  per	
  sample.	
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Supplementary	
  Figure	
  6.	
  Public	
  Health	
  Relevant	
  Functional	
  Distribution	
  of	
  2012	
  Samples	
  
with	
  SEED	
  subsystems	
  Level	
  1	
  annotation	
  using	
  the	
  MG-­‐RAST	
  Pipeline.	
  Functional	
  
abundance	
  counts	
  were	
  normalized	
  to	
  the	
  total	
  number	
  of	
  Level	
  1	
  abundance	
  counts	
  per	
  
sample.	
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Supplementary	
  Figure	
  7.	
  Functional	
  Drivers	
  of	
  Public	
  Health	
  Relevant	
  Functions	
  of	
  2012	
  
Samples	
  with	
  SEED	
  subsystems	
  Level	
  2	
  annotation	
  using	
  the	
  MG-­‐RAST	
  Pipeline.	
  Functional	
  
abundance	
  counts	
  were	
  normalized	
  to	
  the	
  total	
  number	
  of	
  Level	
  2	
  abundance	
  counts	
  per	
  
sample.	
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Supplementary	
  Figure	
  8.	
  	
  Actionobacteria	
  Abundance	
  versus	
  the	
  Salinity.	
  Relationship	
  
between	
  the	
  relative	
  abundance	
  of	
  Actinobacteria	
  and	
  Salinity.	
  A	
  statistically	
  significant	
  
negative	
  correlation	
  was	
  observed	
  between	
  the	
  relative	
  abundances	
  of	
  Actinobacteria	
  and	
  
Salinity	
  in	
  a.	
  all	
  Puget	
  Sound	
  samples	
  not	
  including	
  WWTP	
  effluents	
  and	
  b.	
  All	
  Puget	
  Sound	
  
samples	
  including	
  WWTP	
  effluents.	
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Supplementary	
  Figure	
  9.	
  	
  Relationship	
  between	
  the	
  relative	
  abundance	
  of	
  Firmicutes	
  and	
  
Salinity.	
  A	
  statistically	
  significant	
  negative	
  correlation	
  was	
  observed	
  between	
  the	
  relative	
  
abundances	
  of	
  Firmicutes	
  and	
  Salinity	
  in	
  all	
  Puget	
  Sound	
  samples	
  including	
  the	
  WWTP	
  
effluents.	
  	
  

	
  
Supplementary	
  Figure	
  10.	
  	
  Relationship	
  between	
  the	
  relative	
  abundance	
  of	
  Proteobacteria	
  
and	
  Salinity.	
  A	
  statistically	
  significant	
  positive	
  correlation	
  was	
  observed	
  between	
  the	
  
relative	
  abundances	
  of	
  Proteobacteria	
  and	
  Salinity	
  in	
  a.	
  all	
  Puget	
  Sound	
  samples	
  not	
  
including	
  WWTP	
  effluents	
  and	
  b.	
  All	
  Puget	
  Sound	
  samples	
  including	
  WWTP	
  effluents.	
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Supplementary	
  Figure	
  11.	
  	
  Bacteroidetes	
  Abundance	
  versus	
  Temperature.	
  Relationship	
  
between	
  the	
  relative	
  abundance	
  of	
  Bacteroidetes	
  and	
  Temperature.	
  A	
  statistically	
  
significant	
  positive	
  correlation	
  was	
  observed	
  between	
  the	
  relative	
  abundances	
  of	
  
Bacteroidetes	
  and	
  Temperature	
  in	
  all	
  Puget	
  Sound	
  samples	
  not	
  including	
  WWTP	
  effluents.	
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Supplementary	
  Figure	
  12.	
  	
  Firmicutes	
  Abundance	
  versus	
  Temperature.	
  Relationship	
  
between	
  the	
  relative	
  abundance	
  of	
  Firmicutes	
  and	
  Temperature.	
  A	
  statistically	
  significant	
  
negative	
  correlation	
  was	
  observed	
  between	
  the	
  relative	
  abundances	
  of	
  Firmicutes	
  and	
  
Temperature	
  in	
  all	
  Puget	
  Sound	
  samples	
  not	
  including	
  WWTP	
  effluents.	
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Supplementary	
  Figure	
  13.	
  Proteobacteria	
  Abundance	
  versus	
  Bacteroidetes	
  Abundance.	
  A	
  
statistically	
  significant	
  negative	
  correlation	
  was	
  observed	
  between	
  the	
  relative	
  abundances	
  
of	
  Proteobacteria	
  and	
  Bacteroidetes	
  an	
  in	
  all	
  Puget	
  Sound	
  samples	
  not	
  including	
  WWTP	
  
effluents.	
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