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Supplemental Table 11: Multiple hypothesis correction in the maternal small intestine on gd 15

Rank Affymetrix Gene Symbol Log, Fold Log, Avg FI  Unadjusted P- FDR
Probe ID Fold Change Value
Change

1 10505276  Sic3lal 0.6 1.5 11.5 8.39E-07 1.60%
2 10438738  Bcl6 -1.4 0.4 7.4 1.02E-06 1.60%
3 10350992  Rc3hl -0.4 0.8 9.9 2.43E-06 1.72%
4 10425601 Tef -0.7 0.6 8.4 3.40E-06 1.72%
5 10417734  Nrld2 -0.7 0.6 9.9 3.69E-06 1.72%
6 10377439  Perl -0.9 0.5 7.8 3.78E-06 1.72%
7 10540191  Nr2c2 -0.4 0.8 9.3 4.53E-06 1.72%
8 10599207  Slc25a43 0.9 1.8 8.1 4.54E-06 1.72%
9 10584057  Zbtb44 -0.5 0.7 8.9 5.56E-06 1.72%
10 10518781  Per3 -1.1 0.5 8.0 5.70E-06 1.72%
11 10425527  Ep300 -0.4 0.8 10.1 6.17E-06 1.72%
12 10391612  Atxn7I3 -0.4 0.8 8.5 6.58E-06 1.72%
13 10520388  Rbm33 -0.6 0.7 8.1 7.64E-06 1.85%
14 10584071  Prdml0 -0.3 0.8 8.1 9.57E-06 2.15%
15 10339401 -1.3 0.4 4.1 1.14E-05 2.38%
16 10606989  Tsc22d3 -0.8 0.6 8.9 1.21E-05 2.38%
17 10507299  Gpbplll -0.4 0.8 10.3 1.32E-05 2.45%
18 10458940  Zfp608 -0.5 0.7 8.2 1.75E-05 3.03%
19 10520371  Rbm33 -0.4 0.8 9.6 1.89E-05 3.03%
20 10425987  Ppara -0.9 0.5 8.9 2.00E-05 3.03%
21 10373452  Gmli29 -1.2 0.4 6.9 2.02E-05 3.03%
22 10500272  Gmli29 -0.8 0.6 6.7 2.34E-05 3.17%
23 10574087  Herpudl -0.4 0.7 10.8 2.47E-05 3.17%
24 10466528  Rfk 0.6 1.5 8.6 2.55E-05 3.17%
25 10342683 -0.8 0.6 7.9 2.57E-05 3.17%
26 10415415  Khnyn -0.5 0.7 8.2 2.64E-05 3.17%
27 10354085  Revl -0.5 0.7 8.2 2.76E-05 3.17%
28 10493626  1700094DO0O3Rik -0.5 0.7 7.3 2.82E-05 3.17%
29 10474545  Sicl2a6 -0.7 0.6 9.6 3.06E-05 3.32%
30 10392241  Polg2 -0.6 0.7 7.4 3.23E-05 3.39%
31 10564573  Chd?2 -0.6 0.7 8.9 3.37E-05 3.42%
32 10351013  Rc3hl -0.5 0.7 9.2 3.64E-05 3.51%
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Rank Affymetrix Gene Symbol Log, Fold Log, Avg FI  Unadjusted P- FDR
Probe ID Fold Change Value
Change
33 10539002  Rnf103 -0.6 0.6 9.4 3.78E-05 3.51%
34 10453141  Sosl -0.4 0.7 8.5 3.82E-05 3.51%
35 10471967  Mbd5 -0.3 0.8 6.9 3.90E-05 3.51%
36 10582445  Ankrdll -0.4 0.7 9.2 4.04E-05 3.53%
37 10401365  Zfyvel -0.4 0.7 9.0 4.38E-05 3.72%
38 10383867  Mitmr3 -0.3 0.8 9.1 4.93E-05 4.08%
39 10391732  Gpatch8 -0.5 0.7 8.2 5.32E-05 4.16%
40 10520379  Rbm33 -0.3 0.8 8.8 5.33E-05 4.16%
41 10339954 -0.6 0.6 7.7 5.66E-05 4.16%
42 10424922  Gprl72b 0.5 1.4 9.8 5.83E-05 4.16%
43 10400089  Gm889 -0.6 0.7 6.6 5.87E-05 4.16%
44 10379866  Card 0.5 1.5 12.4 5.87E-05 4.16%
45 10494335  Otud7b -0.4 0.8 7.6 6.01E-05 4.16%
46 10364011  Speccll -0.4 0.7 10.5 6.08E-05 4.16%
47 10390381  Npepps -0.3 0.8 10.5 6.29E-05 4.20%
48 10353135  Ncoa? -0.3 0.8 8.8 6.57E-05 4.20%
49 10437332  Crebbp -0.4 0.8 10.6 6.67E-05 4.20%
50 10523021  Slc4a4 -0.4 0.7 10.8 6.78E-05 4.20%
51 10361660  Latsl -0.3 0.8 10.1 6.90E-05 4.20%
52 10516735  Tinagll 0.5 1.4 8.8 7.02E-05 4.20%
53 10389339  Usp32 -0.4 0.8 9.7 7.36E-05 4.20%
54 10394699  Rock2 -0.5 0.7 10.7 7.56E-05 4.20%
55 10355266  Lancll 0.3 1.2 8.8 7.62E-05 4.20%
56 10548701  Lrp6 -0.4 0.8 9.6 7.81E-05 4.20%
57 10433660  Bfar -0.4 0.7 8.5 7.82E-05 4.20%
58 10528723  Mil3 -0.3 0.8 9.5 7.98E-05 4.20%
59 10542378  Atf7ip -0.4 0.8 10.2 7.99E-05 4.20%
60 10343853 -0.6 0.7 4.5 8.05E-05 4.20%
61 10357814  Zc3hlla -0.3 0.8 10.0 8.23E-05 4.20%
62 10443027  A930001NO9Rik -1.0 0.5 8.9 8.44E-05 4.20%
63 10340318 0.7 1.7 10.5 8.73E-05 4.20%
64 10427015  Acvrib -0.4 0.8 9.1 8.80E-05 4.20%
65 10500847  Magi3 -0.5 0.7 9.6 8.81E-05 4.20%
66 10419343  Atgl4 -0.5 0.7 7.9 8.82E-05 4.20%
67 10439239  Dirc2 -0.4 0.7 9.4 8.97E-05 4.21%
68 10362811  Sesnl -0.7 0.6 10.9 9.32E-05 4.29%
69 10489253  Zhx3 -0.7 0.6 8.4 9.65E-05 4.29%
70 10444298  H2-Ebl 0.5 1.4 8.9 9.77E-05 4.29%
71 10469475  MIit10 -0.3 0.8 9.4 9.79E-05 4.29%
72 10448748  Nubp? 0.4 1.3 9.7 9.93E-05 4.29%
73 10604393  Elf4 -0.4 0.8 9.1 9.96E-05 4.29%
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74 10587655  Zfp949 -0.7 0.6 8.5 1.03E-04 4.36%
75 10531420  Cxclll 0.9 1.9 8.8 1.05E-04 4.38%
76 10584067  Zbtb44 -0.5 0.7 7.7 1.06E-04 4.38%
77 10593225  Zbtbl6 -1.0 0.5 7.5 1.07E-04 4.38%
78 10457223  2610005L07Rik -0.4 0.8 11.9 1.14E-04 4.57%
79 10353689  Phf3 -0.4 0.7 9.4 1.15E-04 4.57%
80 10413100  Myst4 -0.4 0.8 8.1 1.17E-04 4.60%
81 10341018 -1.4 0.4 4.2 1.20E-04 4.66%
82 10565547  Pcfll -0.4 0.8 9.5 1.23E-04 4.69%
83 10577395  2610005L07Rik -0.4 0.7 10.6 1.26E-04 4.69%
84 10401933 -1.1 0.5 8.4 1.28E-04 4.69%
85 10504759 -1.1 0.5 8.4 1.28E-04 4.69%
86 10556413  Micalcl -0.6 0.7 8.0 1.28E-04 4.69%
87 10557213  Rbbp6 -0.3 0.8 8.7 1.37E-04 4.96%
88 10348864  Thap4 0.3 1.3 6.2 1.40E-04 4.96%
89 10453542 0.4 1.3 5.5 1.41E-04 4.96%
90 10521602  Cpeb2 -0.4 0.8 9.7 1.42E-04 4.96%
91 10545065  Gprin3 -0.5 0.7 8.8 1.46E-04 5.05%
92 10482880  Baz2b -0.4 0.8 8.8 1.52E-04 5.16%
93 10341072 -0.6 0.6 7.5 1.53E-04 5.16%
94 10412100 Map3kl -0.3 0.8 8.7 1.59E-04 5.31%
95 10555339  C2cd3 -0.3 0.8 8.3 1.61E-04 5.34%
96 10527575  Pan3 -0.3 0.8 9.4 1.63E-04 5.35%
97 10595404  Fam4b6a -0.8 0.6 9.8 1.66E-04 5.39%
98 10402302  Btbd7 -0.3 0.8 8.9 1.68E-04 5.39%
99 10375313  Cecnjl 0.6 1.5 7.6 1.72E-04 5.47%
100 10454655 Apc -0.3 0.8 9.7 1.79E-04 5.60%
101 10491056  Thlixrl -0.4 0.8 10.1 1.82E-04 5.60%
102 10403069  Ighm 1.7 33 8.8 1.84E-04 5.60%
103 10381018  Msli -0.3 0.8 9.4 1.86E-04 5.60%
104 10446656  Lpin?2 -0.8 0.6 10.0 1.86E-04 5.60%
105 10497237  Pagl -0.3 0.8 7.4 1.87E-04 5.60%
106 10571705  Irf2 -0.4 0.7 10.3 1.92E-04 5.65%
107 10549506  Dennd5b -0.4 0.7 9.6 1.95E-04 5.65%
108 10342374 -0.4 0.8 7.1 1.95E-04 5.65%
109 10603708  Cask -0.3 0.8 10.3 1.96E-04 5.65%
110 10397364  Mfsd7c 1.2 2.4 8.5 2.01E-04 5.71%
111 10464728 Kdm2Za -0.3 0.8 9.8 2.02E-04 5.71%
112 10553092  Dbp -0.9 0.5 8.9 2.04E-04 5.73%
113 10509071 9130219A407Rik -0.4 0.8 9.7 2.07E-04 5.77%
114 10342701 -0.8 0.6 4.8 2.23E-04 6.15%
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115 10369792  Arid5h -0.7 0.6 8.7 2.26E-04 6.15%
116 10570875  Myst3 -0.3 0.8 9.3 2.29E-04 6.15%
117 10543067  Asns 0.9 1.9 10.6 2.29E-04 6.15%
118 10412260  Fst 0.7 1.6 7.1 2.33E-04 6.15%
119 10386455  Rasdl 0.7 1.6 7.0 2.34E-04 6.15%
120 10520048  Mil5 -0.3 0.8 9.7 2.34E-04 6.15%
121 10359582  Fmo2 -0.8 0.6 8.1 2.39E-04 6.20%
122 10380927  Grb7 -0.7 0.6 9.5 2.42E-04 6.25%
123 10497296  Sici0a5 -0.8 0.6 9.8 2.46E-04 6.28%
124 10393887  Pycrl 0.4 1.3 8.0 2.50E-04 6.34%
125 10344807  Csppl -0.3 0.8 7.7 2.64E-04 6.64%
126 10583100  MmpS8 0.3 1.3 4.3 2.73E-04 6.64%
127 10341075 0.5 1.4 6.6 2.74E-04 6.64%
128 10575160  Nfat5 -0.4 0.7 9.2 2.75E-04 6.64%
129 10552500  KIk8 0.3 1.3 6.6 2.78E-04 6.64%
130 10458430  Diapl -0.4 0.8 9.1 2.81E-04 6.64%
131 10366586  Ifng 0.4 1.3 6.6 2.85E-04 6.64%
132 10464153  Nhirc2 -0.3 0.8 9.1 2.85E-04 6.64%
133 10391742 Gpatch8 -0.4 0.7 9.6 2.86E-04 6.64%
134 10588577  Cish 0.5 1.4 7.5 2.86E-04 6.64%
135 10593103  Rnf214 -0.3 0.8 8.5 2.87E-04 6.64%
136 10449854  Akap8l -0.3 0.8 8.0 2.89E-04 6.64%
137 10534921  Mepce -0.3 0.8 8.1 2.90E-04 6.64%
138 10351047  Cenp! -0.5 0.7 7.0 2.91E-04 6.64%
139 10475866  Bcl2ll1 -0.4 0.7 7.2 2.96E-04 6.68%
140 10435832  Gm608 -0.4 0.8 8.8 2.98E-04 6.68%
141 10493758  Gatad?b -0.4 0.8 10.4 3.03E-04 6.69%
142 10401997  Ptpn2l -0.5 0.7 7.7 3.03E-04 6.69%
143 10344821 Csppl -0.3 0.8 7.7 3.05E-04 6.69%
144 10412882  Thrb -0.5 0.7 8.0 3.06E-04 6.69%
145 10341205 -0.6 0.7 6.8 3.38E-04 7.15%
146 10440406  Nripl -0.3 0.8 9.2 3.39E-04 7.15%
147 10592126  Famli8b 0.3 1.3 9.1 3.39E-04 7.15%
148 10399897  Hbpl -0.6 0.6 9.9 3.40E-04 7.15%
149 10450640  Mrpsi8b 0.4 1.3 9.6 3.45E-04 7.15%
150 10596454  Alasl 0.4 1.3 10.4 3.49E-04 7.15%
151 10426507  Arid2 -0.3 0.8 9.7 3.52E-04 7.15%
152 10577412  6820431F20Rik -0.4 0.8 11.9 3.57E-04 7.15%
153 10369738  Sirtl -0.5 0.7 9.0 3.59E-04 7.15%
154 10498531 Cenll -0.3 0.8 9.1 3.62E-04 7.15%
155 10540122  Sic6a6 -0.5 0.7 10.9 3.62E-04 7.15%
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156 10502565  Clca2 -0.5 0.7 9.2 3.62E-04 7.15%
157 10555303  Pgm2li -0.3 0.8 7.9 3.66E-04 7.15%
158 10459772  Lipg 0.5 1.4 7.9 3.67E-04 7.15%
159 10391348  Faml34c -0.3 0.8 10.0 3.69E-04 7.15%
160 10587266  Gclc -0.5 0.7 10.9 3.69E-04 7.15%
161 10344569 -0.6 0.6 6.4 3.70E-04 7.15%
162 10431284  Brdl -0.3 0.8 9.1 3.72E-04 7.15%
163 10424804  Exosc4 0.3 1.2 7.4 3.74E-04 7.15%
164 10519420  Akap9 -0.5 0.7 9.5 3.80E-04 7.15%
165 10366881  Ddit3 -0.4 0.8 7.9 3.82E-04 7.15%
166 10416169  Gnrhl -0.4 0.7 7.2 3.82E-04 7.15%
167 10417887  Zmyndl7 -0.3 0.8 7.0 3.83E-04 7.15%
168 10430681  Rpsi9bpl 0.3 1.2 9.2 3.84E-04 7.15%
169 10392300 Bptf -0.3 0.8 8.6 3.84E-04 7.15%
170 10339709 -0.7 0.6 7.1 3.87E-04 7.16%
171 10607679  TxIng -0.4 0.7 9.6 3.90E-04 7.16%
172 10529264  Spon2 0.7 1.7 7.7 3.91E-04 7.16%
173 10594404  Smad3 -0.3 0.8 8.8 4.00E-04 7.23%
174 10458098  Pkd2i2 -0.5 0.7 9.5 4.01E-04 7.23%
175 10403680  Arid4b -0.4 0.8 8.9 4.05E-04 7.23%
176 10392318  Bptf -0.4 0.8 8.8 4.06E-04 7.23%
177 10569017  Ifitm3 0.5 1.4 11.4 4.18E-04 7.23%
178 10456579  Mex3c -0.3 0.8 10.4 4.18E-04 7.23%
179 10381049  Rapgefll -0.4 0.8 7.6 4.18E-04 7.23%
180 10456357  Pmaipl -0.8 0.6 8.7 4.19E-04 7.23%
181 10349868  Ppplri5h -0.3 0.8 9.5 4.20E-04 7.23%
182 10380116  Rnf43 -0.6 0.7 8.5 4.20E-04 7.23%
183 10493555  Kcnn3 -0.3 0.8 7.4 4.20E-04 7.23%
184 10462363  Jak2 -0.4 0.8 10.8 4.30E-04 7.28%
185 10345241  Dst -0.3 0.8 8.8 4.32E-04 7.28%
186 10396800  Plekhhl -0.6 0.7 8.6 4.33E-04 7.28%
187 10401935  BC005685 -1.5 0.4 9.6 4.38E-04 7.28%
188 10522051  KIf3 -0.4 0.8 10.2 4.39E-04 7.28%
189 10434302  Klhi24 -1.0 0.5 9.4 4.41E-04 7.28%
190 10359084  Cep350 -0.3 0.8 10.0 4.43E-04 7.28%
191 10342980 0.5 1.4 7.7 4.43E-04 7.28%
192 10538892 -1.1 0.5 7.7 4.44E-04 7.28%
193 10538901  BC005685 -1.5 0.4 9.7 4.52E-04 7.37%
194 10508805 Wasf2 -0.3 0.8 10.2 4.64E-04 7.51%
195 10390574  FbxI20 -0.5 0.7 8.3 4.65E-04 7.51%
196 10462091  KIf9 -0.3 0.8 8.8 4.68E-04 7.51%
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197 10513008  Kif4 -0.3 0.8 10.2 4.76E-04 7.60%
198 10571036  Ppapdclb 0.3 1.2 9.9 4.79E-04 7.61%
199 10482045 0.4 1.3 4.1 4.84E-04 7.66%
200 10504755 -1.5 0.4 10.4 4.93E-04 7.71%
201 10338271 -0.8 0.6 6.6 4.94E-04 7.71%
202 10504757  BC005685 -1.4 0.4 9.8 4.95E-04 7.71%
203 10423520  Semala -0.5 0.7 9.1 5.01E-04 7.75%
204 10436958  Clic6 -0.5 0.7 7.6 5.03E-04 7.75%
205 10482177  Strbp -0.3 0.8 9.7 5.12E-04 7.78%
206 10427538  Nipbl -0.3 0.8 9.9 5.12E-04 7.78%
207 10381063 Wipf2 -0.4 0.8 9.2 5.13E-04 7.78%
208 10394209  Dnmt3a -0.2 0.8 7.9 5.25E-04 7.78%
209 10375559 -0.4 0.7 4.3 5.27E-04 7.78%
210 10342349 0.5 1.4 11.9 5.31E-04 7.78%
211 10554475  Zfp592 -0.3 0.8 8.9 5.31E-04 7.78%
212 10361787 0.4 1.3 6.6 5.41E-04 7.78%
213 10417599 -0.6 0.7 8.7 5.45E-04 7.78%
214 10421524 -0.6 0.7 8.7 5.45E-04 7.78%
215 10436826 -0.6 0.7 8.7 5.45E-04 7.78%
216 10476658 -0.6 0.7 8.7 5.45E-04 7.78%
217 10579823 -0.6 0.7 8.7 5.45E-04 7.78%
218 10582845 -0.6 0.7 8.7 5.45E-04 7.78%
219 10476702  Sec23b 0.3 1.3 10.6 5.45E-04 7.78%
220 10420823  Hmboxl -0.3 0.8 8.4 5.45E-04 7.78%
221 10384423  Cobl -0.5 0.7 10.1 5.47E-04 7.78%
222 10523647  Aff1 -0.3 0.8 9.2 5.49E-04 7.78%
223 10567316  Tmc7 -0.8 0.6 8.2 5.69E-04 8.02%
224 10498064  Setd7 -0.4 0.8 8.4 5.71E-04 8.02%
225 10340614 -0.8 0.6 6.3 5.84E-04 8.06%
226 10400718  Sos2 -0.4 0.8 9.6 5.85E-04 8.06%
227 10390841  Krti2 -0.5 0.7 7.9 5.86E-04 8.06%
228 10344799  Csppl -0.3 0.8 8.8 5.87E-04 8.06%
229 10480381  Arhgap?l -0.3 0.8 9.5 5.89E-04 8.06%
230 10373467  Erbb3 -0.5 0.7 11.0 5.90E-04 8.06%
231 10526726  Zkscanl -0.2 0.8 9.4 5.94E-04 8.09%
232 10488147  Flrt3 -0.4 0.7 8.3 6.01E-04 8.14%
233 10527538  Rasllla 0.4 1.4 7.2 6.09E-04 8.20%
234 10521950  Stim2 -0.3 0.8 9.0 6.12E-04 8.20%
235 10435031 Ubxn7 -0.5 0.7 8.5 6.17E-04 8.20%
236 10355730  1810031K17Rik -0.4 0.8 8.6 6.18E-04 8.20%
237 10514892  2210012G02Rik -0.3 0.8 5.0 6.18E-04 8.20%
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238 10513145  Ptpn3 -0.5 0.7 8.9 6.20E-04 8.20%
239 10451039  Sic25a27 -0.3 0.8 6.7 6.32E-04 8.31%
240 10342451 -0.5 0.7 7.4 6.36E-04 8.31%
241 10493640  Nup210l -0.2 0.8 5.8 6.36E-04 8.31%
242 10471201  Abl1 -0.3 0.8 9.2 6.46E-04 8.39%
243 10474522  Olfri3l7 0.3 1.2 3.7 6.49E-04 8.39%
244 10488879  Gss -0.3 0.8 9.5 6.52E-04 8.39%
245 10375051  Hba-al 1.3 2.5 9.6 6.55E-04 8.39%
246 10460057  Tshzl -0.3 0.8 7.8 6.56E-04 8.39%
247 10342851 -0.6 0.6 6.9 6.68E-04 8.48%
248 10369989  Ddt 0.3 1.2 8.6 6.69E-04 8.48%
249 10339234 0.9 1.8 4.7 6.71E-04 8.48%
250 10389786  HIf -0.7 0.6 7.0 6.76E-04 8.50%
251 10582458  Ankrdll -0.3 0.8 7.8 6.82E-04 8.55%
252 10588927  1700102P08Rik -0.3 0.8 5.6 7.02E-04 8.71%
253 10457250  Arhgapi2 -0.5 0.7 9.1 7.03E-04 8.71%
254 10356406  Ngef -0.4 0.8 8.0 7.04E-04 8.71%
255 10338536 -0.9 0.5 5.6 7.11E-04 8.75%
256 10401192  Zfyve26 -0.3 0.8 7.7 7.12E-04 8.75%
257 10350349  Denndlb -0.3 0.8 9.9 7.19E-04 8.80%
258 10342427 -0.8 0.6 5.2 7.22E-04 8.80%
259 10466441 Vpsi3a -0.4 0.8 9.3 7.27E-04 8.82%
260 10571530  Fatl -0.3 0.8 10.4 7.30E-04 8.82%
261 10375216  Pank3 -0.5 0.7 10.4 7.32E-04 8.82%
262 10341765 -0.6 0.7 8.1 7.62E-04 9.15%
263 10385903  Pdlim4 0.2 1.2 6.9 7.77E-04 9.28%
264 10343096 -0.7 0.6 6.0 7.81E-04 9.28%
265 10350594  Ivnslabp -0.3 0.8 11.3 7.83E-04 9.28%
266 10386821 -0.3 0.8 7.6 7.85E-04 9.28%
267 10353450 Gm4956 -0.2 0.8 5.1 7.91E-04 9.32%
268 10341971 -0.4 0.7 10.2 7.98E-04 9.37%
269 10534168  Auts? -0.3 0.8 7.5 8.05E-04 9.38%
270 10503244 0.2 1.2 6.5 8.05E-04 9.38%
271 10449926  Zfp799 -0.4 0.8 7.2 8.09E-04 9.39%
272 10435075  Tfrc 0.4 1.3 10.3 8.14E-04 9.41%
273 10471978  Epc?2 -0.4 0.7 9.2 8.21E-04 9.41%
274 10590972  Mif 0.4 1.3 10.7 8.23E-04 9.41%
275 10523752  TxIng -0.4 0.7 9.4 8.26E-04 9.41%
276 10546476  Magil -0.3 0.8 8.4 8.26E-04 9.41%
277 10375980  Aff4 -0.2 0.8 10.9 8.29E-04 9.41%
278 10363146  Sic35f1 -0.3 0.8 5.7 8.39E-04 9.43%

Page 7 of 85



Rank Affymetrix Gene Symbol Log, Fold Log, Avg FI  Unadjusted P- FDR
Probe ID Fold Change Value
Change
279 10382935  Tnrcée -0.2 0.8 8.0 8.39E-04 9.43%
280 10571162  Eif4ebpl 0.5 1.4 8.9 8.39E-04 9.43%
281 10359082  Cep350 -0.4 0.8 10.3 8.42E-04 9.43%
282 10576696  Insr -0.5 0.7 8.7 8.55E-04 9.54%
283 10588192  Msi2 -0.3 0.8 11.1 8.60E-04 9.56%
284 10449510  4930539E08Rik -0.5 0.7 8.5 8.69E-04 9.61%
285 10436209  Cbhlb -0.3 0.8 8.7 8.71E-04 9.61%
286 10375322 0.3 1.2 6.8 8.79E-04 9.66%
287 10476033  Stk35 -0.3 0.8 9.1 8.83E-04 9.66%
288 10545298  Rmnd5a -0.5 0.7 9.6 8.85E-04 9.66%
289 10375058  Hba-a2 1.3 2.5 9.4 8.87E-04 9.66%
290 10520862  Fosl2 -0.5 0.7 9.4 8.95E-04 9.67%
291 10412624  Pxk -0.3 0.8 10.1 8.95E-04 9.67%
292 10470388  5930434B04Rik 0.4 1.3 7.5 9.04E-04 9.74%
293 10589565  Setd? -0.3 0.8 9.0 9.09E-04 9.76%
294 10485048  Atgl3 -0.3 0.8 9.3 9.13E-04 9.77%
295 10510552  Rere -0.3 0.8 9.3 9.25E-04 9.79%
296 10501860  Fnbpll -0.5 0.7 10.1 9.26E-04 9.79%
297 10506004  Hookl -0.3 0.8 10.4 9.31E-04 9.79%
298 10370931  Mknk2 -0.3 0.8 9.0 9.33E-04 9.79%
299 10559509  Cdc42ep5 -0.4 0.8 10.1 9.33E-04 9.79%
300 10481830  Zbth43 -0.3 0.8 8.5 9.35E-04 9.79%
301 10534395  Cldn4 -0.7 0.6 10.1 9.37E-04 9.79%
302 10596267  Dnajcl3 -0.3 0.8 9.9 9.41E-04 9.80%
303 10380549 -0.4 0.8 5.8 9.52E-04 9.88%
304 10368886 -0.5 0.7 9.3 9.60E-04 9.91%
305 10494092  Pogz -0.2 0.9 8.1 9.61E-04 9.91%
306 10556266 Weel -0.6 0.7 9.1 9.74E-04  10.01%
307 10404928 (C78339 -0.3 0.8 10.3 9.88E-04  10.13%
308 10340146 -0.8 0.6 4.6 9.96E-04 10.15%
309 10552964  Fill 0.5 1.4 93 9.97E-04  10.15%
310 10365870  Nr2cl -0.3 0.8 8.1 1.00E-03 10.15%
311 10421526  RblI -0.3 0.8 10.7 1.01E-03 10.25%
312 10400095  Ifrdl -0.8 0.6 9.8 1.02E-03 10.26%
313 10576971  Irs2 -0.5 0.7 8.0 1.03E-03 10.31%
314 10343570 -0.3 0.8 8.9 1.03E-03 10.36%
315 10339455 -0.3 0.8 12.1 1.04E-03 10.36%
316 10415576  Zmym?2 -0.4 0.8 9.7 1.04E-03 10.36%
317 10344658  Rbliccl -0.4 0.8 9.0 1.04E-03 10.36%
318 10367843 Utrn -0.3 0.8 9.5 1.06E-03 10.45%
319 10507657  Foxj3 -0.3 0.8 9.3 1.06E-03 10.47%
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Change
320 10402795  Cdca4 0.2 1.2 9.2 1.07E-03 10.52%
321 10417053  Mbnl2 -0.3 0.8 11.3 1.08E-03 10.59%
322 10342274 -0.6 0.7 6.4 1.08E-03 10.59%
323 10369752  Lrrtm3 -0.3 0.8 6.2 1.09E-03 10.59%
324 10413220 -0.4 0.8 11.7 1.09E-03 10.59%
325 10343024 -0.3 0.8 9.3 1.09E-03 10.59%
326 10468653  A4630007B06Rik -0.4 0.8 8.7 1.10E-03 10.59%
327 10420348  Zmym$5 -0.5 0.7 9.8 1.13E-03 10.84%
328 10585099  Usp28 -0.4 0.8 7.7 1.13E-03 10.84%
329 10424213  Zhx2 -0.3 0.8 8.1 1.14E-03 10.84%
330 10357480  Daf? -0.8 0.6 6.1 1.14E-03 10.84%
331 10503570  Sfrsi8 -0.3 0.8 9.6 1.14E-03 10.86%
332 10395005  Kidins220 -0.3 0.8 9.5 1.16E-03 10.96%
333 10559644  Tmeml50b -0.3 0.8 8.6 1.16E-03 10.97%
334 10456291  Miri22a 0.3 1.2 5.7 1.16E-03 10.97%
335 10368888 -0.4 0.8 8.8 1.17E-03 11.03%
336 10490845  Chmp4c -0.4 0.7 9.9 1.18E-03 11.08%
337 10352166  Cnst -0.3 0.8 8.3 1.19E-03 11.08%
338 10340567 -0.8 0.6 6.9 1.19E-03 11.11%
339 10449914  Zfp871 -0.4 0.7 10.0 1.20E-03 11.14%
340 10560709  Pvr -0.4 0.8 8.7 1.21E-03 11.17%
341 10595070  Fam83b -0.5 0.7 10.8 1.22E-03 11.18%
342 10397557 0.3 1.2 2.7 1.22E-03 11.18%
343 10382508  Ictl 0.3 1.2 9.1 1.22E-03 11.18%
344 10387316  Chd3 -0.5 0.7 93 1.23E-03 11.21%
345 10514896  2210012GO02Rik -0.4 0.7 7.7 1.23E-03 11.21%
346 10491962  Foxol -0.3 0.8 9.0 1.24E-03 11.28%
347 10588007  Tfdp?2 -0.4 0.7 9.8 1.24E-03 11.28%
348 10402066  Foxn3 -0.4 0.7 8.3 1.25E-03 11.30%
349 10458569  Nr3cl -0.3 0.8 9.9 1.26E-03 11.32%
350 10357875  Btg? -0.4 0.8 9.8 1.26E-03 11.32%
351 10387588  Polr2a -0.3 0.8 9.8 1.27E-03 11.32%
352 10492174  Tm4sf4 -1.1 0.5 10.7 1.27E-03 11.32%
353 10569513  Osbpl5 0.4 1.3 8.2 1.27E-03 11.32%
354 10376144  Fnipl -0.6 0.7 9.5 1.28E-03 11.36%
355 10406254  El2 -0.4 0.7 10.3 1.28E-03 11.36%
356 10513912  Aldoartl 0.4 1.3 6.0 1.29E-03 11.36%
357 10447461  Stonl -0.4 0.7 6.6 1.29E-03 11.36%
358 10341443 0.5 1.4 8.5 1.29E-03 11.36%
359 10576692  Insr -0.6 0.7 9.9 1.31E-03 11.40%
360 10439321  SiclSa?2 -0.4 0.7 8.0 1.31E-03 11.40%
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Rank Affymetrix Gene Symbol Log, Fold Log, Avg FI  Unadjusted P- FDR
Probe ID Fold Change Value
Change
361 10403073  Ighg 1.2 2.2 7.7 1.31E-03 11.40%
362 10375820  Clk4 -0.4 0.8 9.6 1.31E-03 11.40%
363 10391990  1700081L11Rik -0.2 0.9 8.6 1.33E-03 11.48%
364 10340253 -0.7 0.6 5.5 1.33E-03 11.48%
365 10491038  ThlIxrl -0.2 0.8 10.2 1.33E-03 11.49%
366 10378409 0.5 1.4 3.6 1.34E-03 11.53%
367 10457302  Epcl -0.3 0.8 9.1 1.36E-03 11.65%
368 10358490  Hmcnl -0.3 0.8 6.6 1.37E-03 11.65%
369 10340076 -0.5 0.7 7.1 1.37E-03 11.65%
370 10500614 Manla2 -0.3 0.8 10.0 1.37E-03 11.65%
371 10387111  2310004124Rik -0.7 0.6 8.6 1.37E-03 11.65%
372 10345855  Slc9a2 -0.3 0.8 10.8 1.39E-03 11.75%
373 10557206  Rbbp6 -0.3 0.8 9.0 1.40E-03 11.84%
374 10343065 -0.8 0.6 6.0 1.42E-03 11.92%
375 10578810  Clcn3 -0.3 0.8 9.5 1.42E-03 11.92%
376 10489512 Wfdc8 0.4 1.3 4.9 1.42E-03 11.92%
377 10521830  Slc35a4 0.3 1.2 10.6 1.44E-03 11.97%
378 10608719  Plekhnl 0.5 1.4 8.6 1.44E-03 11.97%
379 10440050  Thcld2?3 -0.3 0.8 9.7 1.44E-03 11.97%
380 10443598  Dnahc8 -0.3 0.8 6.5 1.45E-03 11.97%
381 10525555  Mixip -0.4 0.8 9.1 1.45E-03 11.97%
382 10351504 -0.6 0.7 4.7 1.46E-03 12.05%
383 10344269 0.5 1.4 6.5 1.47E-03 12.05%
384 10561806  Mif 0.3 1.3 10.0 1.48E-03 12.08%
385 10377889  Minkl -0.3 0.8 9.0 1.48E-03 12.10%
386 10340867 -0.4 0.7 7.4 1.49E-03 12.12%
387 10446109  Safb -0.3 0.8 8.3 1.49E-03 12.12%
388 10454512 -0.3 0.8 5.7 1.50E-03 12.12%
389 10435714  Tmem39a 0.4 1.3 9.7 1.50E-03 12.12%
390 10359050  Cep350 -0.3 0.8 10.1 1.51E-03 12.12%
391 10447799  Igf2r -0.3 0.8 9.0 1.51E-03 12.12%
392 10340423 -0.5 0.7 9.2 1.51E-03 12.12%
393 10608692  Rn4.5s 0.4 1.3 10.6 1.52E-03 12.13%
394 10555438  Fchsd2 -0.8 0.6 9.8 1.53E-03 12.13%
395 10342709 -0.5 0.7 8.0 1.53E-03 12.13%
396 10592342  Tbrgl 0.2 1.2 11.7 1.53E-03 12.13%
397 10338987 -0.3 0.8 10.4 1.53E-03 12.13%
398 10575578  Pdpr -0.2 0.9 8.3 1.54E-03 12.15%
399 10548300  4930431A404Rik 0.6 1.5 6.7 1.56E-03 12.24%
400 10489266  Chd6 -0.3 0.8 8.0 1.56E-03 12.24%
401 10394288  ltsn2 -0.3 0.8 8.9 1.58E-03 12.40%
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402 10403063  Igh-VJ558 0.9 1.8 11.0 1.59E-03 12.46%
403 10349872 -0.3 0.8 8.9 1.60E-03 12.46%
404 10370021  Mif 0.3 1.3 9.9 1.61E-03 12.51%
405 10357535  Pfkfb2 -0.3 0.8 9.3 1.61E-03 12.52%
406 10566578  Gm8979 -0.4 0.7 11.4 1.63E-03 12.59%
407 10492341  Arhgef26 -0.5 0.7 9.0 1.63E-03 12.59%
408 10456745  Smad7 -0.4 0.8 8.9 1.64E-03 12.59%
409 10493009  Arhgefll -0.2 0.9 9.1 1.64E-03 12.59%
410 10499652 -0.2 0.8 7.3 1.66E-03 12.72%
411 10538394  Plekha8 -0.5 0.7 9.2 1.66E-03 12.72%
412 10535659  Cyp3al6 0.9 1.9 3.8 1.67E-03 12.73%
413 10469581  Etl4 -0.5 0.7 8.9 1.67E-03 12.73%
414 10589099  Ipo6k2 -0.4 0.7 8.0 1.67E-03 12.73%
415 10403312  Akricl9 -1.3 0.4 9.8 1.68E-03 12.73%
416 10566564  Mrpll7 0.3 1.2 8.2 1.69E-03 12.76%
417 10394381  Atad2b -0.4 0.8 8.8 1.70E-03 12.83%
418 10391378  Ezhl -0.2 0.9 9.1 1.71E-03 12.85%
419 10485170  Cry2 -0.4 0.7 7.8 1.71E-03 12.85%
420 10592471 Gramdlb -0.6 0.7 9.8 1.73E-03 12.93%
421 10542885  2810474019Rik -0.4 0.8 9.5 1.74E-03 12.99%
422 10383708  Rnfl185 0.2 1.2 8.5 1.75E-03 13.02%
423 10559790  Ziml 0.3 1.2 5.4 1.75E-03 13.03%
424 10571958  Sh3rfl -0.3 0.8 8.8 1.76E-03 13.06%
425 10513152  Ptpn3 -0.4 0.7 8.5 1.78E-03 13.12%
426 10530666  LnxI -0.3 0.8 7.9 1.78E-03 13.12%
427 10488912  Edem?2 0.3 1.2 9.3 1.78E-03 13.12%
428 10339653 -0.3 0.8 11.1 1.79E-03 13.12%
429 10567229  Smgl -0.3 0.8 10.4 1.79E-03 13.12%
430 10574141  Nircs 0.3 1.2 8.0 1.80E-03 13.12%
431 10362294  Arhgapl$8 -0.4 0.8 9.8 1.80E-03 13.12%
432 10486712  Zscan29 -0.3 0.8 7.4 1.81E-03 13.12%
433 10387855  Aloxl15 0.5 1.4 6.5 1.81E-03 13.12%
434 10471953  Acvrla -0.4 0.8 9.1 1.82E-03 13.12%
435 10441400  Aridib -0.2 0.8 9.3 1.82E-03 13.12%
436 10465220  Ssscal 0.4 1.3 9.3 1.82E-03 13.12%
437 10343633 -0.3 0.8 9.5 1.83E-03 13.19%
438 10567134  Plekha7 -0.2 0.8 8.4 1.85E-03 13.19%
439 10556463  Arntl 0.6 1.5 8.1 1.85E-03 13.19%
440 10502273 -0.4 0.7 8.3 1.85E-03 13.19%
441 10538890 -1.1 0.5 7.8 1.85E-03 13.19%
442 10389451 Medli3 -0.2 0.9 11.0 1.86E-03 13.19%
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443 10513139  Ptpn3 -0.4 0.7 8.3 1.86E-03 13.19%
444 10357133 0.5 1.4 6.6 1.87E-03 13.19%
445 10490053  Zfp2l17 -0.3 0.8 8.1 1.87E-03 13.19%
446 10354816  Cikl -0.5 0.7 10.5 1.88E-03 13.28%
447 10339125 0.4 1.3 6.3 1.89E-03 13.28%
448 10411782  Pik3rl -0.3 0.8 10.4 1.90E-03 13.34%
449 10594988  Mapko -0.4 0.7 10.8 1.91E-03 13.39%
450 10537728  Casp2 -0.2 0.8 9.2 1.96E-03 13.65%
451 10429957  Fbxl6 0.3 1.2 8.6 1.96E-03 13.65%
452 10547088  Mbd4 -0.5 0.7 7.3 1.99E-03 13.85%
453 10595529  4922501CO3Rik -0.4 0.8 7.0 2.00E-03 13.86%
454 10338458 -0.5 0.7 7.3 2.00E-03 13.89%
455 10339698 -1.2 0.4 3.6 2.01E-03 13.89%
456 10377859  Pld2 -0.3 0.8 7.8 2.02E-03 13.96%
457 10341481 -0.5 0.7 5.5 2.04E-03 14.03%
458 10343405 0.4 1.3 9.2 2.04E-03 14.03%
459 10542302  Crebl2 -0.4 0.8 8.2 2.05E-03 14.03%
460 10413185  Zmizl -0.3 0.8 9.8 2.06E-03 14.07%
461 10385495 Cdk2apl 0.3 1.2 10.8 2.06E-03 14.09%
462 10594613 Usp3 -0.2 0.9 9.9 2.08E-03 14.16%
463 10467871  Dnmbp -0.3 0.8 9.4 2.09E-03 14.17%
464 10492330 P2ryl -0.3 0.8 9.4 2.10E-03 14.23%
465 10586017  Uaca -0.4 0.8 8.9 2.11E-03 14.23%
466 10537509  Mgam -0.3 0.8 12.9 2.12E-03 14.23%
467 10510462  Trmtll2 0.3 1.2 10.6 2.12E-03 14.23%
468 10338273 -0.6 0.6 8.7 2.12E-03 14.23%
469 10540795  Irak2 -0.3 0.8 9.7 2.13E-03 14.27%
470 10340101 -0.6 0.6 5.5 2.13E-03 14.27%
471 10440926  Dnajc28 -0.4 0.8 6.6 2.15E-03 14.34%
472 10586284  Dpp8 -0.2 0.9 10.3 2.16E-03 14.34%
473 10441115  Brwdl -0.3 0.8 8.3 2.16E-03 14.34%
474 10577954  Rabllfipl -0.3 0.8 10.0 2.16E-03 14.34%
475 10526319  Bazlb -0.3 0.8 9.6 2.17E-03 14.36%
476 10469083 Upf2 -0.4 0.8 8.3 2.18E-03 14.39%
477 10551469  Dyrklb -0.3 0.8 8.6 2.21E-03 14.55%
478 10341920 -0.7 0.6 2.8 2.21E-03 14.55%
479 10503210  Chd7 -0.3 0.8 9.1 2.22E-03 14.58%
480 10438980  Acap? -0.3 0.8 9.4 2.23E-03 14.59%
481 10451580  Bysl 0.3 1.3 7.1 2.25E-03 14.70%
482 10481654  Fpgs 0.3 1.2 7.2 2.25E-03 14.70%
483 10583228  Fam76b -0.3 0.8 8.5 2.27E-03 14.81%
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484 10474006  Phf2la -0.3 0.8 8.3 2.30E-03 14.91%
485 10515028  Zfyve9 -0.4 0.7 8.3 2.30E-03 14.91%
486 10338101 -0.5 0.7 7.6 2.31E-03 14.96%
487 10344154 -0.8 0.6 4.2 2.33E-03 15.03%
488 10395252  2010109K1I1Rik -0.4 0.8 8.5 2.34E-03 15.04%
489 10384233  Tns3 -0.3 0.8 9.3 2.34E-03 15.04%
490 10542050  Efcab4b -0.4 0.8 7.3 2.35E-03 15.06%
491 10458138  BrdS$ -0.3 0.8 8.0 2.36E-03 15.11%
492 10517948  Spen -0.3 0.8 9.1 2.37E-03 15.11%
493 10525464  Orail 0.2 1.2 8.1 2.38E-03 15.11%
494 10563338  Ppplrisa -0.2 0.8 6.9 2.38E-03 15.11%
495 10546349 Xpc -0.2 0.9 7.3 2.39E-03 15.11%
496 10502214  Cyp2ul -0.5 0.7 8.9 2.40E-03 15.11%
497 10548727  D230041D0I1Rik -0.4 0.8 7.6 2.40E-03 15.11%
498 10401931 -0.9 0.5 6.8 2.40E-03 15.11%
499 10401937 -0.9 0.5 6.8 2.40E-03 15.11%
500 10396511  Syne2 -0.2 0.8 7.9 2.41E-03 15.11%
501 10343577 -0.4 0.7 8.6 2.41E-03 15.11%
502 10468668  Afapll2 0.3 1.2 6.5 2.42E-03 15.11%
503 10531208  CoxI8 0.2 1.2 10.0 2.42E-03 15.11%
504 10504761 -1.1 0.5 8.6 2.42E-03 15.11%
505 10433352  Ubnl -0.2 0.8 8.1 2.43E-03 15.11%
506 10344392 0.3 1.2 9.4 2.45E-03 15.21%
507 10551431  Zfp607 -0.3 0.8 6.7 2.46E-03 15.24%
508 10524647  Sppl3 -0.2 0.9 9.8 2.46E-03 15.24%
509 10344577 -0.4 0.8 7.3 2.47E-03 15.24%
510 10519219  Glpdl 0.3 1.2 8.3 2.47E-03 15.26%
511 10529041  Preb 0.3 1.2 10.1 2.50E-03 15.34%
512 10586816  Sitm -0.3 0.8 8.9 2.51E-03 15.34%
513 10479975 -0.4 0.8 6.4 2.52E-03 15.34%
514 10535342  Tnrcl8 -0.3 0.8 8.4 2.53E-03 15.34%
515 10601942  Nrk 0.3 1.3 4.9 2.53E-03 15.34%
516 10353549  Famli35a -0.4 0.8 9.9 2.53E-03 15.34%
517 10538408  2410066E13Rik -0.2 0.9 6.5 2.54E-03 15.34%
518 10363706  Jmjdlc -0.3 0.8 10.0 2.54E-03 15.34%
519 10490150 Zbpl 0.6 1.5 10.1 2.54E-03 15.34%
520 10413697  Pbrml -0.2 0.9 8.6 2.55E-03 15.34%
521 10397083  Rbm25 -0.4 0.8 9.1 2.55E-03 15.34%
522 10384004  Urgcp -0.2 0.9 8.6 2.55E-03 15.34%
523 10342347 -0.5 0.7 8.5 2.56E-03 15.34%
524 10491960 0.5 1.4 3.9 2.57E-03 15.34%
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525 10367349  Smarcc?2 -0.2 0.9 9.5 2.57E-03 15.34%
526 10352690  Angel2 -0.2 0.9 9.6 2.58E-03 15.34%
527 10516910  Phactr4 -0.3 0.8 9.1 2.58E-03 15.34%
528 10413047  Plau 0.8 1.7 6.9 2.58E-03 15.34%
529 10457733  B4galto -0.4 0.8 10.7 2.58E-03 15.34%
530 10503184  Chd7 -0.3 0.8 9.4 2.58E-03 15.34%
531 10343623 0.5 1.4 9.6 2.60E-03 15.38%
532 10343032 -0.4 0.8 9.1 2.60E-03 15.38%
533 10566624  Gml10081 0.6 1.6 3.2 2.62E-03 15.47%
534 10340416 -0.7 0.6 5.5 2.64E-03 15.48%
535 10542395 -0.3 0.8 7.7 2.64E-03 15.48%
536 10342911 -0.3 0.8 10.4 2.64E-03 15.48%
537 10364093  Derl3 0.7 1.6 8.7 2.65E-03 15.48%
538 10449152  Rab40c -0.2 0.9 8.2 2.65E-03 15.48%
539 10432190  Adcy6 -0.3 0.8 9.4 2.66E-03 15.48%
540 10440617 0.5 1.4 4.2 2.66E-03 15.48%
541 10450167  Btn3a3 -0.4 0.8 10.1 2.68E-03 15.57%
542 10350247 Kif21b -0.4 0.7 8.2 2.69E-03 15.57%
543 10595402  Fam46a -0.8 0.6 8.9 2.70E-03 15.57%
544 10485597  Depdc7 -0.6 0.7 8.7 2.70E-03 15.57%
545 10596769  RbmS5 -0.2 0.9 9.7 2.71E-03 15.57%
546 10463155 Gm340 -0.3 0.8 7.7 2.71E-03 15.57%
547 10572949  Nr3c2 -0.5 0.7 9.2 2.71E-03 15.57%
548 10500283  Carl4 -0.4 0.8 6.4 2.72E-03 15.57%
549 10344459 -0.8 0.6 5.4 2.72E-03 15.57%
550 10488844  Ncoab -0.2 0.9 9.4 2.72E-03 15.57%
551 10450145  Psmb9 0.4 1.4 10.8 2.74E-03 15.63%
552 10438017  Fgd4 -0.3 0.8 9.1 2.75E-03 15.68%
553 10344241 0.5 1.4 9.0 2.76E-03 15.68%
554 10489204  Tgm?2 0.4 1.3 9.7 2.77E-03 15.68%
555 10346562  Cflar -0.3 0.8 8.3 2.77E-03 15.68%
556 10522802  Ythdcl -0.3 0.8 9.6 2.77E-03 15.68%
557 10354168  Tbcld$ -0.2 0.9 8.1 2.78E-03 15.68%
558 10503186  Chd7 -0.3 0.8 8.7 2.79E-03 15.68%
559 10586920  Rfx7 -0.3 0.8 8.5 2.79E-03 15.68%
560 10448416  Kctds 0.4 1.3 10.2 2.80E-03 15.71%
561 10504753 -1.1 0.5 7.9 2.81E-03 15.76%
562 10546137  Abtbl -0.3 0.8 7.5 2.82E-03 15.78%
563 10344082 -0.5 0.7 7.2 2.83E-03 15.82%
564 10494023  Rorc -0.6 0.7 10.5 2.85E-03 15.82%
565 10503218  Chd7 -0.3 0.8 8.3 2.85E-03 15.82%
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566 10566583  Gmd8995 -0.3 0.8 8.6 2.85E-03 15.82%
567 10601456  Gm6377 -0.5 0.7 5.3 2.85E-03 15.82%
568 10339004 -0.5 0.7 6.6 2.86E-03 15.84%
569 10532289  Crif2 0.2 1.2 7.9 2.87E-03 15.84%
570 10381419  Nbrl -0.2 0.8 10.4 2.88E-03 15.84%
571 10409684  2210016F16Rik 0.3 1.2 11.4 2.88E-03 15.84%
572 10384032  Pold? 0.2 1.2 10.0 2.88E-03 15.84%
573 10495243  GstmS -0.4 0.8 8.4 2.89E-03 15.84%
574 10435787 -0.4 0.8 6.5 2.90E-03 15.87%
575 10564290  KIfi3 -0.2 0.9 7.9 2.90E-03 15.87%
576 10383532  Narf -0.3 0.8 8.7 2.91E-03 15.87%
577 10342128 0.3 1.3 7.2 2.92E-03 15.91%
578 10488378  Thbd 0.4 1.4 8.1 2.94E-03 15.99%
579 10432032 Vdr -0.4 0.8 11.8 2.95E-03 15.99%
580 10425354  Mgat3 -0.3 0.8 8.1 2.95E-03 15.99%
581 10354003  Mgatda -0.2 0.9 11.3 2.96E-03 15.99%
582 10490611  Ptk6 1.0 2.0 8.8 2.96E-03 15.99%
583 10380321  Mbtdl -0.3 0.8 8.9 2.97E-03 16.03%
584 10350766  Stx6 0.2 1.2 8.3 2.99E-03 16.03%
585 10506058  Inadl -0.2 0.9 9.4 2.99E-03 16.03%
586 10342134 0.5 1.4 6.8 2.99E-03 16.03%
587 10552071  Faml87b -0.2 0.9 6.4 3.01E-03 16.03%
588 10538875 1.1 2.2 5.7 3.01E-03 16.03%
589 10383012  Pgsl 0.3 1.3 9.1 3.01E-03 16.03%
590 10354704  Sf3b1 -0.2 0.9 11.0 3.02E-03 16.03%
591 10556244  Snora23 0.6 1.5 9.4 3.03E-03 16.03%
592 10358654  Hmcnl -0.3 0.8 7.2 3.03E-03 16.03%
593 10372745  Dyrk2 -0.3 0.8 9.1 3.03E-03 16.03%
594 10349559  Yodl -0.4 0.8 8.3 3.03E-03 16.03%
595 10434224 0.3 1.2 6.9 3.03E-03 16.03%
596 10588691  Hyall -0.3 0.8 6.9 3.04E-03 16.04%
597 10604832  Mir505 -0.5 0.7 10.6 3.05E-03 16.05%
598 10594289  Glce 0.3 1.2 8.2 3.06E-03 16.07%
599 10575777  4933407CO03Rik -0.2 0.9 10.1 3.06E-03 16.07%
600 10403352 Klif6 -0.6 0.7 10.6 3.07E-03 16.07%
601 10476939  Zfp937 -0.7 0.6 9.1 3.08E-03 16.07%
602 10547621  Apobecl -0.4 0.8 9.5 3.08E-03 16.07%
603 10484837  Olfri248 0.4 1.4 3.2 3.09E-03 16.07%
604 10452356  Gpri08 -0.3 0.8 8.6 3.09E-03 16.07%
605 10340406 -0.4 0.8 8.9 3.10E-03 16.07%
606 10551770  Zfp30 -0.2 0.9 6.4 3.10E-03 16.07%
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607 10426157  Trabd 0.3 1.3 8.9 3.12E-03 16.07%
608 10344074 -0.4 0.7 9.9 3.12E-03 16.07%
609 10485828  Slci2a6 -0.3 0.8 6.7 3.13E-03 16.07%
610 10384672  Ahsa2 -0.5 0.7 8.6 3.13E-03 16.07%
611 10496338  Ppp3ca -0.3 0.8 9.5 3.13E-03 16.07%
612 10359339  Rabgapl! -0.3 0.8 8.9 3.14E-03 16.07%
613 10403025 0.6 1.5 5.9 3.14E-03 16.07%
614 10565709  B3gnt6 0.5 1.4 6.6 3.14E-03 16.07%
615 10338763 -0.3 0.8 8.8 3.15E-03 16.07%
616 10454786  Ctnnal -0.2 0.9 11.1 3.15E-03 16.07%
617 10557326  [l4ra 0.3 1.3 9.6 3.16E-03 16.07%
618 10407370  4833420G17Rik -0.4 0.8 9.3 3.16E-03 16.07%
619 10338380 -0.3 0.8 9.8 3.16E-03 16.07%
620 10531284  Trmtll2 0.3 1.2 10.6 3.18E-03 16.11%
621 10484747  Olfrl182 0.4 1.3 4.1 3.20E-03 16.21%
622 10428238 Ubr5 -0.2 0.9 9.6 3.21E-03 16.22%
623 10341160 -0.5 0.7 8.2 3.21E-03 16.22%
624 10491820  3110057012Rik -0.4 0.7 8.8 3.22E-03 16.22%
625 10509063  [I22ral -0.4 0.8 11.2 3.24E-03 16.32%
626 10545308  Kdm3a -0.3 0.8 9.2 3.26E-03 16.34%
627 10533807 Cdk2apl 0.2 1.2 10.6 3.28E-03 16.34%
628 10339722 -0.3 0.8 10.6 3.29E-03 16.34%
629 10479087  Stx16 -0.2 0.9 8.3 3.29E-03 16.34%
630 10564849  2610034B18Rik 0.3 1.2 10.4 3.29E-03 16.34%
631 10566254  Hbb-b1 1.2 2.4 10.3 3.29E-03 16.34%
632 10355141 KlIf7 -0.2 0.9 8.0 3.30E-03 16.34%
633 10439455  Adprh 0.2 1.2 8.3 3.30E-03 16.34%
634 10403428  Larp4b -0.3 0.8 10.7 3.30E-03 16.34%
635 10338480 -0.4 0.8 7.0 3.31E-03 16.34%
636 10593856  C230081A13Rik -0.3 0.8 9.4 3.32E-03 16.34%
637 10495781  Bcar3 -0.3 0.8 9.4 3.32E-03 16.34%
638 10391746  Gpatch8 -0.4 0.8 9.5 3.32E-03 16.34%
639 10566571 Gm8979 -0.4 0.7 11.1 3.33E-03 16.34%
640 10541002  DO6Wsullbe -0.2 0.9 9.3 3.33E-03 16.34%
641 10406546 0.3 1.2 6.1 3.33E-03 16.34%
642 10501629  Cdcl4a -0.4 0.8 9.3 3.35E-03 16.42%
643 10414527  Pnp2 0.4 1.3 11.8 3.36E-03 16.42%
644 10560983  Dedd? -0.2 0.8 7.8 3.37E-03 16.45%
645 10519333  Famli33b -0.4 0.8 7.9 3.38E-03 16.45%
646 10340156 -0.5 0.7 8.1 3.38E-03 16.45%
647 10574151  Nircs 0.3 1.2 7.1 3.38E-03 16.45%
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648 10364984  Zbtb7a -0.2 0.9 8.6 3.39E-03 16.47%
649 10435676  Gsk3b -0.2 0.8 10.0 3.41E-03 16.51%
650 10402473  Cimn -0.3 0.8 7.7 3.44E-03 16.54%
651 10398831  Inf2 0.4 1.4 7.4 3.44E-03 16.54%
652 10349404  Mgat5 -0.3 0.8 9.3 3.44E-03 16.54%
653 10578952  BC030870 -0.4 0.7 10.8 3.44E-03 16.54%
654 10578615  Ing2 -0.3 0.8 7.2 3.44E-03 16.54%
655 10540554  Setd5 -0.2 0.9 9.7 3.44E-03 16.54%
656 10403034 0.9 1.9 11.6 3.46E-03 16.55%
657 10446756  Ypel5 -0.3 0.8 8.3 3.47E-03 16.55%
658 10398408  Mir376b 0.3 1.2 3.2 3.47E-03 16.55%
659 10458130  4933408B17Rik -0.3 0.8 4.5 3.47E-03 16.55%
660 10587085 BC031353 -0.3 0.8 7.4 3.47E-03 16.55%
661 10341139 -0.5 0.7 7.0 3.50E-03 16.62%
662 10347552  Stki6 0.2 1.2 10.5 3.50E-03 16.62%
663 10408197  Histlh2bh 0.2 1.2 9.8 3.51E-03 16.64%
664 10372668  Mdm?2 -0.4 0.7 9.3 3.55E-03 16.81%
665 10399228 0.3 1.2 7.2 3.56E-03 16.85%
666 10570013  Abhdi3 -0.2 0.9 9.7 3.57E-03 16.86%
667 10474998 -0.3 0.8 6.3 3.58E-03 16.89%
668 10526211 -0.3 0.8 7.0 3.59E-03 16.92%
669 10584700  Dpagtl 0.3 1.3 9.1 3.61E-03 16.99%
670 10456363  Gnal -0.3 0.8 5.6 3.65E-03 17.12%
671 10397277  Fcfl -0.3 0.8 7.3 3.66E-03 17.12%
672 10386789  Ulk2 -0.3 0.8 7.8 3.66E-03 17.12%
673 10405619  5133401NO9Rik 0.2 1.2 10.4 3.67E-03 17.12%
674 10375515  Ifi47 0.7 1.6 9.0 3.67E-03 17.12%
675 10407892  Cdkl3 -0.2 0.9 9.6 3.68E-03 17.12%
676 10414514  Pmp 0.4 1.4 11.0 3.69E-03 17.12%
677 10340684 -0.4 0.8 7.9 3.69E-03 17.12%
678 10341681 -0.3 0.8 11.0 3.69E-03 17.12%
679 10573637  Phkb -0.2 0.8 9.1 3.70E-03 17.14%
680 10422067  FbxI3 -0.5 0.7 9.7 3.71E-03 17.15%
681 10348201 Gigyf2 -0.2 0.9 9.5 3.72E-03 17.15%
682 10582879  Csprs 0.4 1.4 6.3 3.73E-03 17.15%
683 10343017 -0.6 0.7 5.6 3.73E-03 17.15%
684 10433656  Mki2 -0.3 0.8 9.0 3.73E-03 17.15%
685 10528038  Adam?2? -0.2 0.9 5.7 3.75E-03 17.17%
686 10595126  Fbxo9 -0.3 0.8 8.6 3.75E-03 17.17%
687 10423963  Eny2 -0.2 0.9 9.9 3.76E-03 17.17%
688 10520111  Nupl? 0.2 1.2 7.4 3.76E-03 17.17%
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689 10428066  1700084J12Rik 0.3 1.2 7.9 3.77E-03 17.20%
690 10342879 0.7 1.7 4.9 3.79E-03 17.23%
691 10338648 -0.4 0.8 8.3 3.80E-03 17.23%
692 10488926  Mmp24 0.2 1.1 7.8 3.81E-03 17.23%
693 10361882  Nhsli -0.4 0.8 9.1 3.81E-03 17.23%
694 10503315  Rad54b -0.3 0.8 7.2 3.81E-03 17.23%
695 10570639  2610005L07Rik -0.4 0.8 10.9 3.81E-03 17.23%
696 10346810  Pard3b -0.3 0.8 7.8 3.82E-03 17.23%
697 10506583  Ttc22 0.4 1.3 8.7 3.82E-03 17.23%
698 10475946  Zc3h6 -0.3 0.8 5.2 3.82E-03 17.23%
699 10478772  Arfgef? -0.3 0.8 8.9 3.84E-03 17.28%
700 10466963  9930021J03Rik -0.4 0.8 9.5 3.85E-03 17.28%
701 10437852  4921513D23Rik -0.2 0.9 10.0 3.85E-03 17.28%
702 10380896  Erbb2 -0.3 0.8 9.2 3.86E-03 17.28%
703 10424929  Adck5 0.5 1.4 9.0 3.87E-03 17.29%
704 10359080  Cep350 -0.3 0.8 10.3 3.89E-03 17.29%
705 10341247 -0.7 0.6 6.0 3.89E-03 17.29%
706 10358210  Nrda2 -0.4 0.8 9.4 3.90E-03 17.29%
707 10555590  Numal -0.3 0.8 9.3 3.91E-03 17.29%
708 10411464  Fcho2 -0.3 0.8 10.5 3.91E-03 17.29%
709 10423333  Famli34b -0.7 0.6 8.8 3.92E-03 17.29%
710 10408937  Atxnl -0.4 0.7 9.9 3.92E-03 17.29%
711 10403945  Histlhdm 0.3 1.3 6.0 3.92E-03 17.29%
712 10583291  2200002K05Rik -0.4 0.8 9.4 3.92E-03 17.29%
713 10465215  Ssscal 0.3 1.2 93 3.93E-03 17.29%
714 10376446  Triml7 0.2 1.1 7.2 3.93E-03 17.29%
715 10342738 0.3 1.2 10.5 3.94E-03 17.32%
716 10538850 -0.5 0.7 5.7 3.95E-03 17.35%
717 10562368  4931406P16Rik -0.2 0.9 8.8 3.96E-03 17.39%
718 10549569  Cnot3 -0.2 0.9 9.4 3.97E-03 17.39%
719 10506569  Usp24 -0.2 0.9 6.3 3.98E-03 17.41%
720 10525726  2810006K23Rik 0.3 1.2 6.7 4.01E-03 17.44%
721 10482089  Ndufa$ 0.3 1.2 10.7 4.01E-03 17.44%
722 10385297  Gabral -0.2 0.8 5.1 4.01E-03 17.44%
723 10548573  Stykl -0.3 0.8 9.9 4.01E-03 17.44%
724 10511665  Necabl -0.3 0.8 6.4 4.02E-03 17.44%
725 10339326 -0.4 0.8 33 4.02E-03 17.44%
726 10559635  Hspbpl 0.2 1.2 8.4 4.04E-03 17.49%
727 10508619  Puml -0.4 0.8 10.4 4.04E-03 17.49%
728 10462499 0.2 1.2 3.1 4.05E-03 17.51%
729 10434668  Tmem97 0.3 1.2 10.9 4.06E-03 17.51%
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730 10475941  Zc3h6 -0.3 0.8 6.7 4.07E-03 17.51%
731 10546056  Rab43 -0.4 0.8 8.8 4.07E-03 17.51%
732 10451248  Tjapl -0.4 0.8 8.2 4.07E-03 17.51%
733 10479726  Pcmtd?2 -0.5 0.7 9.2 4.08E-03 17.51%
734 10351749  Dcaf8 -0.2 0.9 8.8 4.11E-03 17.61%
735 10443131  Itpr3 -0.2 0.9 9.4 4.13E-03 17.66%
736 10428707  Has2 0.6 1.5 6.2 4.16E-03 17.78%
737 10456361 -0.5 0.7 9.5 4.18E-03 17.82%
738 10542880  4833442J19Rik -0.8 0.6 8.7 4.19E-03 17.84%
739 10339976 0.5 1.5 6.7 4.21E-03 17.89%
740 10425000  Lrrcl4 0.1 1.1 7.2 4.21E-03 17.89%
741 10399680  Cysl -0.2 0.9 6.3 4.21E-03 17.89%
742 10487277  Trpm7 -0.3 0.8 9.1 4.23E-03 17.92%
743 10570855  Plat 0.6 1.5 6.9 4.25E-03 17.97%
744 10353064  Arfgefl -0.2 0.9 10.4 4.25E-03 17.97%
745 10584674  Mcam 0.3 1.2 8.9 4.27E-03 18.05%
746 10420516  Cdadcl -0.3 0.8 8.3 4.28E-03 18.06%
747 10368144  Tnfaip3 -0.4 0.8 8.0 4.32E-03 18.16%
748 10413222  Ppif 0.3 1.2 10.3 4.32E-03 18.16%
749 10462724  Tnks2 -0.2 0.8 10.2 4.32E-03 18.16%
750 10489463  Sipi 0.3 1.2 7.2 4.34E-03 18.20%
751 10555233 0.7 1.6 8.2 4.35E-03 18.20%
752 10582888 2.6 6.0 10.7 4.38E-03 18.22%
753 10445558  BC048355 0.4 1.3 8.0 4.39E-03 18.22%
754 10604564  Gpc4 -0.3 0.8 9.7 4.39E-03 18.22%
755 10513158  Ptpn3 -0.5 0.7 7.8 4.39E-03 18.22%
756 10343866 0.7 1.6 8.8 4.39E-03 18.22%
757 10495223  Eps8I3 -0.3 0.8 11.9 4.40E-03 18.22%
758 10358593  Hmcnl -0.3 0.8 6.5 4.43E-03 18.22%
759 10343468 0.5 1.4 11.6 4.43E-03 18.22%
760 10339779 -0.3 0.8 11.4 4.44E-03 18.22%
761 10434629  Map3ki3 -0.6 0.7 9.0 4.44E-03 18.22%
762 10360684  EphxI -0.5 0.7 7.9 4.45E-03 18.22%
763 10458555  Spry4 0.3 1.3 7.1 4.45E-03 18.22%
764 10460221 Chka -0.5 0.7 9.2 4.45E-03 18.22%
765 10460312  Cdk2ap?2 0.3 1.2 10.0 4.46E-03 18.22%
766 10445112  Ubd 1.0 2.0 7.9 4.46E-03 18.22%
767 10339542 -0.9 0.5 8.4 4.47E-03 18.22%
768 10460787  Atgla -0.2 0.9 8.1 4.47E-03 18.22%
769 10447023  Heatr5b 0.2 1.2 6.7 4.48E-03 18.22%
770 10505749  Dennd4c -0.3 0.8 9.8 4.48E-03 18.22%
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771 10447120  Tmeml78 0.4 1.3 7.6 4.48E-03 18.22%
772 10508734  Ptafr 0.4 1.3 7.3 4.49E-03 18.22%
773 10444229  H2-DMa 0.5 1.4 10.4 4.49E-03 18.22%
774 10344449 -0.3 0.8 8.0 4.49E-03 18.22%
775 10603894 0.3 1.2 3.5 4.49E-03 18.22%
776 10493484  Krtcap? 0.3 1.3 10.2 4.49E-03 18.22%
777 10544610  Igf2bp3 -0.2 0.9 5.8 4.50E-03 18.23%
778 10366746  Lrig3 -0.2 0.8 9.4 4.51E-03 18.23%
779 10582592  Actal 0.5 1.4 7.9 4.52E-03 18.24%
780 10563891  Nck2 -0.3 0.8 9.5 4.52E-03 18.24%
781 10350046  Kdm5h -0.2 0.8 9.1 4.53E-03 18.25%
782 10474619  Fmnl -0.3 0.8 9.4 4.54E-03 18.26%
783 10386824  Akapl0 -0.2 0.9 8.8 4.54E-03 18.26%
784 10590957  Fut4 -0.5 0.7 8.4 4.57E-03 18.36%
785 10435212  Osbplll -0.2 0.8 8.9 4.58E-03 18.36%
786 10411126  Jmy -0.4 0.8 7.6 4.60E-03 18.39%
787 10344606 -0.4 0.8 6.3 4.61E-03 18.39%
788 10590844  Arhgap4?2 -0.3 0.8 10.7 4.61E-03 18.39%
789 10338641 -0.5 0.7 8.3 4.62E-03 18.39%
790 10426835  Dip2b -0.2 0.9 8.3 4.62E-03 18.39%
791 10530278 -0.4 0.8 7.7 4.62E-03 18.39%
792 10490755  Hnfdg -0.5 0.7 11.8 4.64E-03 18.44%
793 10464761  Syti2 -0.4 0.7 7.4 4.65E-03 18.44%
794 10506134  Atgdc -0.3 0.8 7.9 4.66E-03 18.45%
795 10540659  Ttll3 -0.2 0.8 7.6 4.66E-03 18.46%
796 10354534  1700019A02Rik 0.3 1.2 3.8 4.68E-03 18.48%
797 10358894  Sord -0.7 0.6 10.8 4.68E-03 18.48%
798 10450116  Sic39a7 0.3 1.2 9.0 4.69E-03 18.49%
799 10343099 -0.3 0.8 11.0 4.70E-03 18.50%
800 10493660  Nup210l -0.3 0.8 4.9 4.71E-03 18.53%
801 10471438  Dpm?2 0.3 1.2 8.9 4.72E-03 18.53%
802 10436253  Senp7 -0.3 0.8 8.4 4.74E-03 18.58%
803 10348432  Agapl -0.2 0.9 8.7 4.75E-03 18.58%
804 10386230  Rnf187 0.2 1.1 9.8 4.76E-03 18.58%
805 10343612 -0.3 0.8 11.4 4.76E-03 18.58%
806 10515930  AA415398 -0.3 0.8 6.3 4.76E-03 18.58%
807 10579958  1l15 -0.8 0.6 8.8 4.77E-03 18.58%
808 10448803 Hnll 0.3 1.2 10.5 4.78E-03 18.61%
809 10507347  Tesk2 -0.5 0.7 10.0 4.82E-03 18.71%
810 10504926  Rnf20 -0.2 0.8 8.2 4.82E-03 18.71%
811 10376455  Hist3h2a 0.3 1.2 9.7 4.83E-03 18.72%
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812 10366546 Cpm -0.8 0.6 7.6 4.84E-03 18.72%
813 10444814 H2-Gsl0 0.3 1.2 9.5 4.85E-03 18.72%
814 10340892 -0.6 0.7 7.8 4.85E-03 18.72%
815 10368881  Armc2 0.5 1.4 4.7 4.85E-03 18.72%
816 10535502  Aimp2 0.3 1.2 9.0 4.86E-03 18.72%
817 10415111  Bcl212 -0.2 0.9 7.7 4.86E-03 18.72%
818 10409434  Lman2 0.2 1.2 10.8 4.88E-03 18.75%
819 10425430  Tnrc6b -0.2 0.9 9.3 4.89E-03 18.77%
820 10473494  Olfri034 0.6 1.5 4.7 4.90E-03 18.79%
821 10414522  Apexl 0.3 1.2 8.3 4.91E-03 18.79%
822 10513154  Ptpn3 -0.4 0.7 8.7 4.91E-03 18.79%
823 10406626  Homerl -0.3 0.8 8.5 4.92E-03 18.79%
824 10435765 0.2 1.2 3.8 4.92E-03 18.79%
825 10513141  Ptpn3 -0.5 0.7 9.0 4.93E-03 18.80%
826 10438975  AI480653 0.2 1.1 7.4 4.96E-03 18.86%
827 10364571 Wdrl$ 0.3 1.2 8.4 4.97E-03 18.86%
828 10523260  Shroom3 -0.2 0.8 9.3 4.97E-03 18.86%
829 10433190 0.5 1.4 5.0 4.98E-03 18.86%
830 10582882 1.8 34 11.0 4.98E-03 18.86%
831 10339319 -0.5 0.7 9.6 4.98E-03 18.86%
832 10459421  Atp8bl -0.2 0.9 11.8 4.99E-03 18.86%
833 10544638  Trala -0.4 0.7 8.9 5.00E-03 18.88%
834 10408280  Lrrclba -0.2 0.9 9.8 5.01E-03 18.88%
835 10463140  Lcor -0.2 0.9 10.2 5.01E-03 18.88%
836 10494306  Mcll -0.3 0.8 10.9 5.02E-03 18.88%
837 10347915  Gm7609 0.5 1.4 6.3 5.02E-03 18.88%
838 10566258 1.2 2.3 10.2 5.04E-03 18.88%
839 10470584  Tscl -0.2 0.9 8.2 5.04E-03 18.88%
840 10341999 0.7 1.6 9.1 5.07E-03 18.97%
841 10585625  Sin3a -0.2 0.9 8.6 5.07E-03 18.97%
842 10415952 -0.5 0.7 8.1 5.09E-03 19.00%
843 10551724  Yiflb 0.3 1.3 9.0 5.09E-03 19.00%
844 10472630  Ubr3 -0.3 0.8 9.4 5.10E-03 19.00%
845 10374035 Xbpl 0.2 1.2 11.6 5.11E-03 19.01%
846 10415725  Spatal3 -0.2 0.9 7.4 5.12E-03 19.02%
847 10411853  Erbb2ip -0.3 0.8 11.5 5.12E-03 19.03%
848 10430679 -0.8 0.6 4.7 5.13E-03 19.04%
849 10434733  Eif4a2 -0.3 0.8 11.2 5.16E-03 19.09%
850 10378833  Ssh2 -0.4 0.8 9.4 5.17E-03 19.09%
851 10346191  Statl 0.4 1.3 10.6 5.17E-03 19.09%
852 10556381  Mical? -0.2 0.9 9.0 5.18E-03 19.09%
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853 10346298  Coql0b -0.5 0.7 9.2 5.18E-03 19.09%
854 10487588 Illa 0.9 1.9 5.6 5.18E-03 19.09%
855 10501447  Prpf38b -0.2 0.8 9.5 5.20E-03 19.13%
856 10344331 -0.5 0.7 6.8 5.21E-03 19.13%
857 10596269  Dnajcli3 -0.2 0.9 10.3 5.23E-03 19.18%
858 10341040 0.6 1.5 6.1 5.24E-03 19.21%
859 10558872  Tmem80 -0.2 0.9 8.1 5.25E-03 19.21%
860 10364814  Scamp4 0.3 1.2 9.4 5.26E-03 19.21%
861 10464479  Pppo6r3 -0.2 0.9 10.4 5.27E-03 19.21%
862 10341395 0.5 1.4 10.8 5.27E-03 19.21%
863 10344803 Csppl -0.5 0.7 8.3 5.28E-03 19.21%
864 10449280 0.5 1.4 6.7 5.28E-03 19.21%
865 10399581  3110053BI16Rik -0.3 0.8 33 5.28E-03 19.21%
866 10538082  Atp6v0e2 0.3 1.2 8.8 5.29E-03 19.21%
867 10596255  Dnajcl3 -0.3 0.8 10.5 5.29E-03 19.21%
868 10558295 -0.3 0.8 9.2 5.30E-03 19.21%
869 10486191  Ppplridd 0.3 1.3 9.7 5.31E-03 19.22%
870 10349876  Plekha6 -0.2 0.9 9.1 5.32E-03 19.22%
871 10471062  Mettllla 0.2 1.1 8.4 5.35E-03 19.30%
872 10474241 0.3 1.2 7.1 5.36E-03 19.33%
873 10340947 0.4 1.3 7.5 5.36E-03 19.33%
874 10577824  Letm?2 -0.3 0.8 6.7 5.38E-03 19.33%
875 10547436 Wnkl -0.2 0.9 10.0 5.39E-03 19.33%
876 10556828  Anks4b -0.2 0.9 9.7 5.39E-03 19.33%
877 10521461 Grpell 0.2 1.2 9.4 5.39E-03 19.33%
878 10402063  Foxn3 -0.5 0.7 9.3 5.40E-03 19.33%
879 10343469 -0.7 0.6 4.0 5.43E-03 19.42%
880 10557211  Rbbp6 -0.4 0.8 7.6 5.44E-03 19.44%
881 10342882 -0.5 0.7 7.0 5.45E-03 19.47%
882 10338901 -0.7 0.6 7.1 5.46E-03 19.48%
883 10343726 -0.7 0.6 5.5 5.47E-03 19.48%
884 10405400  Nsdl -0.2 0.9 10.0 5.48E-03 19.49%
885 10531529  Cnoto6l -0.3 0.8 9.7 5.48E-03 19.49%
886 10344210 -0.3 0.8 8.7 5.51E-03 19.56%
887 10589848 Ubpl -0.2 0.9 10.2 5.53E-03 19.56%
888 10373355  Spryd4 0.3 1.2 8.6 5.53E-03 19.56%
889 10595753 Trpcl -0.6 0.7 7.6 5.53E-03 19.56%
890 10477604  Itch -0.2 0.9 10.9 5.54E-03 19.57%
891 10431300 Algi? 0.3 1.2 9.3 5.57E-03 19.65%
892 10343903 -0.4 0.8 10.7 5.59E-03 19.70%
893 10481240  Brd3 -0.2 0.9 8.1 5.60E-03 19.70%
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894 10608681 Gm4841 1.0 1.9 5.6 5.61E-03 19.70%
895 10491300  Skil -0.3 0.8 9.1 5.61E-03 19.70%
896 10543448 Wasl -0.3 0.8 10.2 5.61E-03 19.70%
897 10472501  Lass6 -0.3 0.8 11.2 5.62E-03 19.70%
898 10473880  Lrp4 -0.2 0.8 8.3 5.65E-03 19.79%
899 10382115  Ccdc45 -0.2 0.9 7.9 5.71E-03 19.97%
900 10582890 2.1 4.4 9.5 5.73E-03  20.01%
901 10343066 -0.7 0.6 4.8 5.75E-03  20.06%
902 10460202  Suv420hl -0.3 0.8 9.6 5.77E-03  20.13%
903 10475437  Sord -0.6 0.6 10.6 5.79E-03  20.19%
904 10553829 Gm7367 -0.3 0.8 10.0 5.81E-03  20.20%
905 10553831 Gm7367 -0.3 0.8 10.0 5.81E-03  20.20%
906 10569437  Phlda?2 0.7 1.6 7.4 5.82E-03  20.20%
907 10358656  Hmcnl -0.3 0.8 7.9 5.85E-03  20.24%
908 10444332 BCO051142 0.3 1.2 6.3 5.85E-03  20.24%
909 10395273  Gdapl0 -0.5 0.7 8.0 5.85E-03  20.24%
910 10461214  Tmem223 0.3 1.2 9.6 5.85E-03  20.24%
911 10491106  Pldi -0.2 0.8 10.8 5.87E-03  20.28%
912 10594679  Tin2 0.2 1.1 7.2 5.90E-03  20.34%
913 10575630  Cntnap4 0.3 1.2 6.0 5.94E-03  20.46%
914 10396358  Ppmla -0.3 0.8 11.1 5.95E-03  20.48%
915 10484714  Olfrii63 0.3 1.2 3.8 5.97E-03  20.54%
916 10506433  Dabl 0.4 1.3 9.0 6.02E-03  20.69%
917 10498802  Rapgef? -0.3 0.8 8.9 6.05E-03  20.77%
918 10540298  Chll -0.3 0.8 5.8 6.12E-03  20.98%
919 10439642  Sic35a5 -0.4 0.7 9.1 6.13E-03  20.98%
920 10339873 0.2 1.2 11.2 6.14E-03  20.98%
921 10359086  Cep350 -0.3 0.8 9.3 6.15E-03  20.98%
922 10341988 0.8 1.8 12.2 6.16E-03  20.98%
923 10339347 -0.5 0.7 5.9 6.16E-03  20.98%
924 10369702  Tetl -0.2 0.8 7.2 6.16E-03  20.98%
925 10545682  Tet3 -0.3 0.8 8.4 6.17E-03  20.98%
926 10564343  Tjpl -0.2 0.8 10.1 6.18E-03  20.98%
927 10389581 Ypel2 -0.5 0.7 7.9 6.18E-03  20.98%
928 10489723  Zmynd$§ -0.2 0.8 8.3 6.23E-03  21.11%
929 10339316 -0.3 0.8 10.1 6.24E-03  21.11%
930 10433472  1810013L24Rik -0.2 0.8 9.6 6.24E-03  21.12%
931 10340816 -0.4 0.8 6.3 6.27E-03  21.18%
932 10363703  Jmjdlc -0.2 0.8 9.1 6.27E-03  21.18%
933 10503281 Gxylt1 -0.2 0.8 8.8 6.28E-03  21.18%
934 10445702  Usp49 -0.3 0.8 7.1 6.32E-03  21.29%
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935 10382797  Faml00b -0.4 0.8 10.1 6.33E-03  21.29%
936 10340004 0.4 1.3 7.6 6.35E-03  21.30%
937 10522712  Rest -0.3 0.8 8.1 6.35E-03  21.30%
938 10468292  Pdcdll 0.3 1.2 5.7 6.35E-03  21.30%
939 10452516  Ankrdi?2 -0.5 0.7 8.6 6.38E-03  21.37%
940 10374929  4931440F15Rik 0.4 1.3 6.7 6.40E-03  21.43%
941 10449807  Ephx3 0.2 1.1 5.6 6.41E-03  21.43%
942 10405820 -0.4 0.8 6.5 6.46E-03  21.55%
943 10343467 -0.4 0.7 10.1 6.46E-03  21.55%
944 10499996  Snx27 -0.3 0.8 8.7 6.48E-03  21.59%
945 10435162  Lrch3 -0.2 0.9 9.5 6.50E-03  21.59%
946 10338791 -0.5 0.7 7.4 6.50E-03  21.59%
947 10538903  Igk-VI 0.7 1.6 10.5 6.51E-03  21.59%
948 10501879  Usp53 -0.4 0.8 8.7 6.51E-03  21.59%
949 10370025  Smarchbl 0.2 1.1 9.3 6.53E-03  21.66%
950 10518228 Vpsi3d -0.3 0.8 9.7 6.56E-03  21.72%
951 10479887  Sec6la? -0.3 0.8 8.4 6.58E-03  21.74%
952 10587818  Plscr4 -0.3 0.8 6.9 6.58E-03  21.74%
953 10605172  Naal0 0.2 1.2 9.4 6.59E-03  21.75%
954 10374485  Pelil -0.3 0.8 11.0 6.60E-03  21.76%
955 10452766 0.3 1.2 5.2 6.61E-03  21.77%
956 10388227  Cybsd2 -0.3 0.8 8.2 6.62E-03  21.79%
957 10420913  Adam? -0.4 0.8 4.8 6.64E-03  21.80%
958 10384145  HZafv -0.4 0.7 11.0 6.64E-03  21.80%
959 10469672  Gad2? 0.4 1.3 6.1 6.65E-03  21.81%
960 10598976  Timpl 0.4 1.3 6.3 6.66E-03  21.81%
961 10341917 -0.6 0.7 4.6 6.67E-03  21.81%
962 10582916 2.1 4.1 9.9 6.68E-03  21.81%
963 10366848  B4galntl -0.3 0.8 10.8 6.68E-03  21.81%
964 10465580  Nudt2? 0.3 1.2 7.9 6.68E-03  21.81%
965 10596207  Ubas 0.3 1.2 10.3 6.73E-03  21.94%
966 10545692  Tet3 -0.2 0.9 8.3 6.74E-03  21.95%
967 10441233  MxI -0.4 0.8 6.4 6.75E-03  21.96%
968 10339176 -0.4 0.8 8.7 6.76E-03  21.97%
969 10361828  Cited? -0.4 0.8 9.9 6.77E-03  21.97%
970 10416004  Zfp395 -0.2 0.8 5.8 6.78E-03  21.98%
971 10433114  Itga5 0.3 1.3 7.7 6.79E-03  22.00%
972 10347925  Gm7609 0.4 1.4 6.3 6.80E-03  22.01%
973 10427399  Ccdcl52 -0.3 0.8 4.0 6.82E-03  22.03%
974 10437257  Zfp597 -0.3 0.8 7.4 6.83E-03  22.05%
975 10591118  Fat3 -0.3 0.8 5.4 6.84E-03  22.06%
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976 10341189 0.3 1.3 10.0 6.87E-03  22.14%
977 10360306  Slamf8 0.3 1.2 6.3 6.88E-03  22.14%
978 10503036  Srsfil -0.2 0.9 9.3 6.90E-03  22.18%
979 10520553  Tmem?214 0.2 1.2 9.9 6.91E-03  22.20%
980 10408975  Kifl3a -0.2 0.9 8.8 6.92E-03  22.20%
981 10468639  Dclrela -0.2 0.9 7.9 6.93E-03  22.23%
982 10520965  Yesl -0.4 0.8 9.8 6.95E-03  22.26%
983 10586458  Csnklgl -0.2 0.9 8.9 6.96E-03  22.27%
984 10342761 0.5 1.4 10.2 6.97E-03  22.27%
985 10539238  Faml76a 0.3 1.2 7.0 6.99E-03  22.28%
986 10341304 -0.7 0.6 7.3 7.00E-03  22.28%
987 10408850  Nedd9 -0.3 0.8 9.3 7.00E-03  22.28%
988 10561799  Zfp74 -0.2 0.9 6.6 7.01E-03  22.28%
989 10497285  Impal -0.3 0.8 10.2 7.02E-03  22.28%
990 10605421  Mitcpl -0.4 0.8 7.8 7.03E-03  22.28%
991 10344813 Csppl -0.4 0.8 8.2 7.05E-03  22.28%
992 10385175 Wwel -0.3 0.8 8.6 7.05E-03  22.28%
993 10343407 -0.2 0.9 12.4 7.06E-03  22.28%
994 10584634  Usp2 -0.4 0.7 9.2 7.06E-03  22.28%
995 10501744 0.3 1.2 4.9 7.06E-03  22.28%
996 10491331  Pik3ca -0.3 0.8 9.7 7.06E-03  22.28%
997 10430873  Cyp2d34 0.3 1.2 5.8 7.07E-03  22.28%
998 10338400 0.6 1.5 9.7 7.07E-03  22.28%
999 10340459 -0.7 0.6 5.6 7.08E-03  22.28%
1000 10427148  Zfp740 -0.2 0.9 7.7 7.10E-03  22.32%
1001 10339618 0.3 1.2 8.2 7.11E-03  22.33%
1002 10342276 0.2 1.2 10.4 7.12E-03  22.34%
1003 10341203 0.5 1.4 4.2 7.13E-03  22.36%
1004 10566199  Olfr586 0.2 1.2 5.5 7.14E-03  22.36%
1005 10380732  Mrpli0 0.2 1.1 10.1 7.17E-03  22.36%
1006 10500469  Pde4dip -0.2 0.9 7.5 7.18E-03  22.36%
1007 10512847  Alg2 0.3 1.3 8.3 7.18E-03  22.36%
1008 10472738  Dcafl7 -0.3 0.8 8.3 7.18E-03  22.36%
1009 10396608  Syne2 -0.3 0.8 8.6 7.20E-03  22.36%
1010 10472402  ScnZal -0.2 0.8 5.2 7.20E-03  22.36%
1011 10343910 -0.6 0.7 8.0 7.20E-03  22.36%
1012 10473690  Fnbp4 -0.2 0.8 9.0 7.21E-03  22.36%
1013 10354472  Gis -0.5 0.7 10.2 7.21E-03  22.36%
1014 10566184  Olfr569 0.2 1.2 5.1 7.21E-03  22.36%
1015 10449527  Stk38 -0.2 0.9 9.1 7.22E-03  22.36%
1016 10568367 0.2 1.1 4.6 7.24E-03  22.41%
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1017 10606263  Atrx -0.3 0.8 9.3 7.25E-03  22.41%
1018 10421810  1190002H23Rik 0.3 1.2 7.4 7.25E-03  22.41%
1019 10451736  Thclds -0.3 0.8 8.2 7.29E-03  22.47%
1020 10484261 Cerkl 0.2 1.2 5.4 7.30E-03  22.47%
1021 10503212  Chd7 -0.3 0.8 7.8 7.30E-03  22.47%
1022 10364601  Abca7 -0.2 0.9 8.0 7.30E-03  22.47%
1023 10396956  Pcnx -0.3 0.8 8.8 7.31E-03  22.48%
1024 10466410  Psatl 0.8 1.7 7.6 7.33E-03  22.50%
1025 10345715  Map4k4 -0.2 0.9 8.6 7.33E-03  22.50%
1026 10419167  Ptgdr -0.3 0.8 6.4 7.36E-03  22.58%
1027 10514054  Nfib -0.2 0.9 10.0 7.41E-03  22.63%
1028 10375485 0.2 1.2 9.7 7.41E-03  22.63%
1029 10517090  Aridla -0.3 0.8 9.7 7.42E-03  22.63%
1030 10514338  Mir3l 0.4 1.3 6.1 7.42E-03  22.63%
1031 10600500  2810453106Rik 0.2 1.2 9.0 7.42E-03  22.63%
1032 10575328  Phipp2 -0.3 0.8 10.2 7.44E-03  22.63%
1033 10474936  Spintl -0.2 0.9 12.1 7.45E-03  22.63%
1034 10340773 0.6 1.5 5.8 7.45E-03  22.63%
1035 10495613  4833424015Rik -0.3 0.8 5.4 7.46E-03  22.63%
1036 10474984  Nusapl -0.4 0.8 9.2 7.46E-03  22.63%
1037 10342010 -1.2 0.4 5.8 7.46E-03  22.63%
1038 10510391  Srm 0.4 1.3 9.6 7.48E-03  22.65%
1039 10488233 0.3 1.2 7.6 7.49E-03  22.65%
1040 10598053 0.8 1.8 7.9 7.49E-03  22.65%
1041 10549532 -0.5 0.7 8.0 7.50E-03  22.66%
1042 10342095 -0.5 0.7 7.1 7.52E-03  22.67%
1043 10367033  Zbth39 -0.2 0.9 7.8 7.52E-03  22.67%
1044 10396485  Syne2 -0.2 0.9 8.1 7.53E-03  22.67%
1045 10532390  Noc4l 0.3 1.2 8.2 7.53E-03  22.67%
1046 10543544  Lrrc4 0.3 1.2 5.9 7.54E-03  22.67%
1047 10580010  Pknl -0.2 0.9 8.8 7.55E-03  22.67%
1048 10582899 1.8 3.5 9.8 7.57E-03  22.67%
1049 10341155 0.4 1.3 10.5 7.57E-03  22.67%
1050 10590381 Viprl -0.5 0.7 8.9 7.57E-03  22.67%
1051 10502552  Clcal -0.5 0.7 7.9 7.63E-03  22.78%
1052 10596259  Dnajcl3 -0.3 0.8 10.1 7.63E-03  22.78%
1053 10388682  Taokl -0.4 0.8 9.1 7.64E-03  22.78%
1054 10340438 0.4 1.3 7.5 7.65E-03  22.78%
1055 10567702  Arhgapl7 -0.2 0.9 9.4 7.65E-03  22.78%
1056 10347531  Ankzfl -0.2 0.9 7.6 7.65E-03  22.78%
1057 10379346  Suzi? -0.2 0.8 10.1 7.66E-03  22.78%
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1058 10341714 -0.4 0.8 11.4 7.68E-03  22.78%
1059 10395908 0.6 1.5 5.1 7.68E-03  22.78%
1060 10570131  Ingl -0.2 0.9 8.1 7.69E-03  22.78%
1061 10599377  Stag? -0.4 0.8 9.4 7.69E-03  22.78%
1062 10438112  Pidka -0.2 0.9 9.3 7.69E-03  22.78%
1063 10343005 -0.6 0.7 7.5 7.70E-03  22.78%
1064 10340111 -0.9 0.5 4.9 7.74E-03  22.88%
1065 10356936  Ppip5k2 -0.2 0.9 11.0 7.74E-03  22.88%
1066 10521182  Faml93a -0.2 0.9 8.6 7.78E-03  22.95%
1067 10493347  Ashll -0.2 0.9 9.3 7.79E-03  22.95%
1068 10524411  Ficd 0.2 1.2 6.7 7.79E-03  22.95%
1069 10525195 -0.4 0.8 9.8 7.81E-03  22.97%
1070 10344557 -0.7 0.6 5.7 7.82E-03  22.97%
1071 10522819  Ugt2b35 -0.7 0.6 7.8 7.83E-03  22.97%
1072 10418905  Fam35a -0.3 0.8 6.4 7.83E-03  22.97%
1073 10382300  Map2k6 -0.3 0.8 7.7 7.85E-03  23.02%
1074 10449284  Duspl -0.6 0.6 9.0 7.87E-03  23.02%
1075 10341888 -0.3 0.8 7.9 7.87E-03  23.02%
1076 10342149 -0.4 0.8 8.9 7.89E-03  23.03%
1077 10576034  Irf8 0.4 1.4 10.7 7.89E-03  23.03%
1078 10491860  Phf17 -0.2 0.8 8.3 7.90E-03  23.03%
1079 10447294  Prkce -0.2 0.8 8.2 7.91E-03  23.03%
1080 10556160  Olfr510 0.2 1.2 4.3 7.91E-03  23.03%
1081 10523670  Aff1 -0.4 0.7 7.8 7.91E-03  23.03%
1082 10592655  Arhgefl2 -0.2 0.9 8.8 7.93E-03  23.05%
1083 10365971  Btgl -0.3 0.8 11.4 7.93E-03  23.05%
1084 10338813 -1.1 0.5 4.3 7.96E-03  23.09%
1085 10524983  Medl3l -0.2 0.9 8.7 7.96E-03  23.09%
1086 10422980  Lmbrd2 -0.3 0.8 9.6 7.99E-03  23.14%
1087 10388880  Tmem97 0.3 1.2 9.4 8.03E-03  23.24%
1088 10605729  Zfx -0.2 0.9 8.8 8.06E-03  23.29%
1089 10506714  Lrp8 0.3 1.2 7.1 8.09E-03  23.32%
1090 10542021 0.3 1.2 6.4 8.10E-03  23.32%
1091 10552156  Rhpn2 -0.3 0.8 9.5 8.11E-03  23.32%
1092 10553646  Herc?2 -0.3 0.8 8.7 8.11E-03  23.32%
1093 10434191 Txnrd?2 0.2 1.1 7.3 8.12E-03  23.32%
1094 10558090  Tacc2 -0.3 0.8 7.8 8.12E-03  23.32%
1095 10503222  Chd7 -0.2 0.9 7.3 8.13E-03  23.32%
1096 10341663 0.2 1.1 9.8 8.13E-03  23.32%
1097 10524369  Hps4 -0.2 0.9 7.7 8.13E-03  23.32%
1098 10411804  Mast4 -0.3 0.8 7.6 8.14E-03  23.32%
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1099 10356995 0.3 1.2 6.1 8.15E-03  23.32%
1100 10596257  Dnajcl3 -0.3 0.8 9.2 8.16E-03  23.33%
1101 10447341  Rhog -0.4 0.8 8.2 8.18E-03  23.33%
1102 10442857  Narfl 0.2 1.2 8.0 8.18E-03  23.33%
1103 10340229 -0.6 0.6 8.5 8.18E-03  23.33%
1104 10515396  Btbdl9 0.4 1.3 7.7 8.20E-03  23.33%
1105 10493631  Miri90b -0.2 0.9 3.1 8.20E-03  23.33%
1106 10542857  Far2 -0.3 0.8 10.8 8.20E-03  23.33%
1107 10375501  Snord95 0.2 1.2 7.6 8.24E-03  23.40%
1108 10573490  Hook2 -0.2 0.9 8.5 8.25E-03  23.40%
1109 10527605  Mtus? -0.3 0.8 6.6 8.26E-03  23.40%
1110 10582241  Zcchcl4 -0.3 0.8 8.4 8.26E-03  23.40%
1111 10455769  Csnklg3 -0.3 0.8 9.3 8.26E-03  23.40%
1112 10342504 0.4 1.3 9.8 8.28E-03  23.40%
1113 10531415  Cxcll0 0.6 1.5 7.4 8.28E-03  23.40%
1114 10341873 -0.2 0.9 10.4 8.30E-03  23.44%
1115 10340219 -0.3 0.8 11.5 831E-03  23.44%
1116 10459602  Ptpn2 -0.2 0.9 7.3 8.34E-03  23.52%
1117 10345580  Inpp4a -0.3 0.8 8.8 8.37E-03  23.53%
1118 10574350  Mmpl5 -0.2 0.9 7.8 8.37E-03  23.53%
1119 10418169 -0.3 0.8 8.4 8.37E-03  23.53%
1120 10510254  Fvi -0.2 0.9 7.5 8.41E-03  23.61%
1121 10578045  Nrgl 0.5 1.4 7.2 841E-03 23.61%
1122 10352867  Plxna2 -0.3 0.8 8.9 8.42E-03  23.61%
1123 10416657  Elf] -0.2 0.9 93 8.43E-03 23.61%
1124 10505030  Fsdll -0.4 0.8 7.0 8.48E-03  23.71%
1125 10443589  Zfand3 -0.2 0.9 9.6 848E-03  23.71%
1126 10604591  Miri9b-2 0.2 1.1 33 8.49E-03  23.71%
1127 10341497 -0.4 0.8 6.7 8.49E-03  23.71%
1128 10407570  Zmyndll -0.2 0.9 9.3 8.50E-03  23.71%
1129 10483667  Cirl -0.4 0.8 7.2 8.53E-03  23.77%
1130 10558773  B4galnt4 0.2 1.2 7.2 8.54E-03  23.79%
1131 10592790  Hinfp -0.3 0.8 7.9 8.56E-03  23.79%
1132 10367775  Stxbp5 -0.2 0.8 9.5 8.57E-03  23.79%
1133 10338573 -0.6 0.7 5.8 8.58E-03  23.79%
1134 10402368  Serpina6 2.5 5.7 7.4 8.58E-03  23.79%
1135 10344230 0.2 1.2 10.4 8.58E-03  23.79%
1136 10494007  Them4 -0.3 0.8 7.6 8.60E-03  23.80%
1137 10338509 -0.4 0.8 9.5 8.61E-03  23.82%
1138 10358585  Hmcnl -0.3 0.8 7.2 8.63E-03  23.85%
1139 10411839  Srsfi2 -0.2 0.9 8.7 8.63E-03  23.85%
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1140 10399265  Ncoal -0.2 0.9 9.0 8.68E-03  23.94%
1141 10502484  Pkn2 -0.3 0.8 10.3 8.68E-03  23.94%
1142 10596263  Dnajcli3 -0.3 0.8 10.3 8.69E-03  23.94%
1143 10444137  Rxrb -0.2 0.9 8.1 8.72E-03  24.00%
1144 10540931  Rafl 0.2 1.1 7.0 8.73E-03  24.00%
1145 10416155 Kctd9 -0.3 0.8 9.5 8.74E-03  24.00%
1146 10384123  Ddx56 0.3 1.2 9.0 8.74E-03  24.00%
1147 10445867  Plcl2 -0.2 0.9 8.8 8.76E-03  24.01%
1148 10584095  Nfrkb -0.2 0.9 8.2 8.77E-03  24.03%
1149 10469720  Acbd5 -0.4 0.7 8.8 8.78E-03  24.03%
1150 10443408  Mapkl3 0.2 1.2 11.2 8.80E-03  24.07%
1151 10339307 0.3 1.2 9.5 8.82E-03  24.09%
1152 10555089  Rsfl -0.3 0.8 8.1 8.82E-03  24.09%
1153 10382152  Helz -0.2 0.9 9.4 8.83E-03  24.09%
1154 10557233  Tnrcéa -0.3 0.8 9.2 8.86E-03  24.10%
1155 10561128  Cyp2si -0.3 0.8 9.8 8.86E-03  24.10%
1156 10379127  Spags -0.4 0.8 7.4 8.87E-03  24.10%
1157 10462140  DockS8 -0.5 0.7 9.2 8.87E-03  24.10%
1158 10353707  Ptp4al -0.3 0.8 11.1 8.88E-03  24.10%
1159 10338550 -0.4 0.7 7.0 8.88E-03  24.10%
1160 10341167 -0.5 0.7 6.4 8.89E-03  24.10%
1161 10398288 Yyl -0.2 0.9 10.1 8.90E-03  24.10%
1162 10426098  Creld?2 0.5 1.4 11.1 891E-03 24.11%
1163 10411459  Tmeml71 0.5 1.4 9.8 8.94E-03  24.13%
1164 10570472  Cin8 -0.4 0.7 8.0 8.94E-03 24.13%
1165 10541968  Ano2 0.2 1.2 6.2 8.95E-03  24.13%
1166 10342458 -0.5 0.7 6.4 8.95E-03 24.13%
1167 10454984 Wdr55 0.3 1.2 7.8 8.95E-03  24.13%
1168 10340532 -0.8 0.6 5.4 8.96E-03 24.13%
1169 10550877  Kcnn4 0.2 1.2 8.9 8.98E-03  24.16%
1170 10344355 0.4 1.3 7.0 8.99E-03 24.17%
1171 10400057  Arlda -0.4 0.8 8.1 9.01E-03  24.17%
1172 10596281  Dnajcl3 -0.2 0.9 10.0 9.02E-03  24.17%
1173 10403303  Akricl3 -0.9 0.5 8.9 9.02E-03  24.17%
1174 10492953 -0.4 0.8 8.4 9.03E-03  24.17%
1175 10338967 0.7 1.6 5.2 9.03E-03  24.17%
1176 10342666 -0.8 0.6 4.3 9.04E-03  24.17%
1177 10406419  Lysmd3 -0.3 0.8 10.6 9.04E-03  24.17%
1178 10496919  Usp33 -0.2 0.9 10.3 9.07E-03  24.22%
1179 10462454  Uhrf2 -0.3 0.8 8.9 9.08E-03  24.24%
1180 10489053 -0.3 0.8 7.5 9.10E-03  24.27%
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1181 10340930 -0.6 0.6 2.7 9.15E-03  24.33%
1182 10490352  Taf4a -0.2 0.9 8.8 9.15E-03  24.33%
1183 10399505  Grebl -0.3 0.8 6.6 9.16E-03  24.33%
1184 10343883 0.4 1.3 8.1 9.16E-03  24.33%
1185 10605247  Mecp2 -0.2 0.9 7.5 9.18E-03  24.37%
1186 10338319 -0.5 0.7 7.1 9.20E-03  24.40%
1187 10590648  TopZa 0.2 1.2 4.0 9.22E-03  24.43%
1188 10412741  Atxn7 -0.2 0.9 8.7 9.25E-03  24.47%
1189 10448811 Crampll -0.2 0.9 8.2 9.25E-03  24.47%
1190 10582719  Sipall2 -0.2 0.9 7.5 9.26E-03  24.47%
1191 10340296 -0.5 0.7 7.1 9.30E-03  24.50%
1192 10432957  Itgh7 0.2 1.2 7.1 9.30E-03  24.50%
1193 10473160  Ssfa2 -0.3 0.8 10.3 9.31E-03  24.50%
1194 10478774  Arfgef2 -0.2 0.9 9.0 9.32E-03  24.50%
1195 10472469  4932414N04Rik 0.3 1.2 4.4 9.32E-03  24.50%
1196 10341942 -0.4 0.7 6.4 9.34E-03  24.50%
1197 10446763  Lbh -0.4 0.8 8.2 9.34E-03  24.50%
1198 10581069 -0.3 0.8 8.8 9.34E-03  24.50%
1199 10351502  Duspli?2 0.3 1.2 6.4 9.35E-03  24.50%
1200 10338316 0.4 1.4 6.7 9.35E-03  24.50%
1201 10340923 -0.2 0.9 10.7 9.35E-03  24.50%
1202 10438517  Alg3 0.3 1.2 9.8 9.36E-03  24.50%
1203 10582896 1.9 3.7 10.2 9.39E-03  24.54%
1204 10403291  Akricl4 -1.6 0.3 9.0 9.40E-03  24.56%
1205 10471555  Angptl2 -0.4 0.8 8.5 9.41E-03  24.56%
1206 10350840  Angptll -0.4 0.8 6.9 9.43E-03  24.59%
1207 10341258 -0.5 0.7 4.3 9.47E-03  24.67%
1208 10352396  Trp53bp2 -0.2 0.9 9.1 9.48E-03  24.67%
1209 10358713  1700025G04Rik -0.3 0.8 6.7 9.49E-03  24.67%
1210 10374821  Smek2 -0.2 0.9 9.8 9.49E-03  24.67%
1211 10468089  Mgeas -0.2 0.9 93 9.52E-03  24.71%
1212 10446823 Yipf4 -0.3 0.8 8.5 9.52E-03  24.71%
1213 10594802  Famo63b -0.3 0.8 7.2 9.53E-03 24.71%
1214 10499963  Tdpozl 0.4 1.3 5.5 9.54E-03 24.71%
1215 10471424  Faml02a -0.4 0.8 10.4 9.55E-03  24.72%
1216 10561453  Zfp36 -0.3 0.8 10.2 9.59E-03  24.80%
1217 10513143  Ptpn3 -0.3 0.8 8.5 9.59E-03  24.80%
1218 10342586 -0.5 0.7 7.0 9.61E-03  24.81%
1219 10465106  Ovoll -0.4 0.8 9.0 9.63E-03  24.84%
1220 10392010  1700081L11Rik -0.4 0.8 9.7 9.63E-03  24.84%
1221 10374478  Sertad? -0.2 0.9 8.8 9.64E-03  24.84%
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1222 10340011 -0.6 0.7 3.9 9.67E-03  24.86%
1223 10470446  Rxra -0.2 0.9 9.4 9.67E-03  24.86%
1224 10427162  Mfsd5 0.2 1.1 8.9 9.67E-03  24.86%
1225 10470954  Lrrc8a -0.3 0.8 9.2 9.69E-03  24.89%
1226 10341456 0.5 1.4 5.4 9.77E-03  25.04%
1227 10341452 -1.2 0.4 3.5 9.77E-03  25.04%
1228 10356601  Per2 -0.4 0.7 8.6 9.78E-03  25.06%
1229 10496494  Tspans -0.5 0.7 9.5 9.80E-03  25.08%
1230 10457203 -0.6 0.7 9.3 9.81E-03  25.08%
1231 10340809 0.4 1.4 10.8 9.84E-03  25.13%
1232 10392251  Ddx5 -0.2 0.9 12.0 9.85E-03  25.16%
1233 10483563  Tikl -0.3 0.8 9.5 9.89E-03  25.22%
1234 10428561  Rad?1 -0.2 0.9 10.6 9.91E-03  25.23%
1235 10502776  Lphn2 -0.3 0.8 10.1 9.92E-03  25.23%
1236 10343368 -0.6 0.7 5.6 9.93E-03  25.23%
1237 10463371 Wnt8b 0.4 1.3 5.2 9.94E-03  25.23%
1238 10548616 0.3 1.3 4.7 9.95E-03  25.23%
1239 10338309 0.5 1.4 3.5 9.96E-03  25.23%
1240 10368486  Rnfi46 -0.3 0.8 7.3 9.96E-03  25.23%
1241 10368030  Heca -0.3 0.8 7.4 9.97E-03  25.23%
1242 10341141 0.2 1.1 11.8 9.98E-03  25.23%
1243 10338367 -0.4 0.7 7.0 9.99E-03  25.23%
1244 10498659  Sis -0.2 0.9 13.3 9.99E-03  25.23%
1245 10340348 -0.6 0.6 5.6 1.00E-02  25.23%
1246 10583952  Ncapd3 -0.2 0.9 8.6 1.00E-02  25.23%
1247 10606792  Nxf7 -0.5 0.7 5.6 1.00E-02  25.23%
1248 10338897 -0.6 0.7 5.8 1.00E-02  25.23%
1249 10381514  Cd300ig 0.2 1.2 7.6 1.00E-02  25.23%
1250 10599213 0.4 1.3 6.2 1.00E-02  25.25%
1251 10419440  Olfr728 0.4 1.4 4.8 1.01E-02  25.29%
1252 10343102 0.4 1.3 7.1 1.01E-02  25.30%
1253 10423155  Mtmri2 -0.2 0.9 9.3 1.01E-02  25.33%
1254 10492195  Tsc22d2 -0.2 0.9 8.8 1.01E-02  25.33%
1255 10559270  Tssc4 0.2 1.2 7.2 1.01E-02  25.33%
1256 10451495 Ubr2 -0.2 0.9 8.8 1.01E-02  25.33%
1257 10402585 Wars 0.4 1.3 10.0 1.01E-02  25.33%
1258 10407209  Slc38a9 -0.2 0.9 6.9 1.01E-02  25.33%
1259 10467153  Sici6al? -0.5 0.7 7.1 1.01E-02  25.33%
1260 10507418  Eif2b3 0.3 1.2 8.3 1.01E-02  25.34%
1261 10541785  Acrbp -0.3 0.8 7.2 1.02E-02  25.37%
1262 10338579 0.5 1.4 3.8 1.02E-02  25.38%
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1263 10338755 -0.7 0.6 33 1.02E-02  25.39%
1264 10440727  Krtap$-1 0.3 1.2 5.9 1.02E-02  25.39%
1265 10396205  Arid4a -0.3 0.8 8.4 1.02E-02  25.39%
1266 10516101 Oxct2a -0.4 0.7 7.3 1.02E-02  25.41%
1267 10342802 -0.5 0.7 6.1 1.02E-02  25.42%
1268 10527306  Lmtk2 -0.3 0.8 9.6 1.03E-02  25.42%
1269 10338322 -0.4 0.8 7.0 1.03E-02  25.42%
1270 10395910  Pnn -0.3 0.8 10.2 1.03E-02  25.42%
1271 10394971  Klfll -0.3 0.8 7.9 1.03E-02  25.43%
1272 10338169 -1.3 0.4 5.0 1.03E-02  25.43%
1273 10592942  Mill -0.2 0.9 9.0 1.03E-02  25.50%
1274 10350800  Torlaip?2 -0.3 0.8 10.6 1.03E-02  25.50%
1275 10447254  Ppmlib -0.3 0.8 8.9 1.03E-02  25.50%
1276 10596492  Parp3 0.2 1.2 8.7 1.03E-02  25.50%
1277 10465726  BC014805 0.3 1.3 53 1.04E-02  25.62%
1278 10525236  Gml15800 -0.3 0.8 8.9 1.04E-02  25.63%
1279 10503711 Casp8ap? -0.3 0.8 8.1 1.04E-02  25.63%
1280 10460018  Zfp236 -0.2 0.9 8.0 1.04E-02  25.63%
1281 10515026  Cc2di1b -0.3 0.8 6.1 1.04E-02  25.63%
1282 10355763  AtgYa -0.2 0.9 9.2 1.04E-02  25.63%
1283 10421046  Dock5 -0.2 0.9 9.9 1.05E-02  25.66%
1284 10453636  Svil -0.2 0.9 8.7 1.05E-02  25.75%
1285 10443940  Zfp955a -0.2 0.8 8.3 1.05E-02  25.77%
1286 10428157  Rnf19%a -0.2 0.9 9.2 1.05E-02  25.77%
1287 10343834 -0.8 0.6 6.7 1.05E-02  25.77%
1288 10456717  Snord58b 0.4 1.3 4.4 1.06E-02  25.77%
1289 10507798  Mycll -0.2 0.9 7.3 1.06E-02  25.78%
1290 10439766  Pvri3 -0.2 0.9 10.4 1.06E-02  25.78%
1291 10518546  Pexi4 0.2 1.1 8.5 1.06E-02  25.80%
1292 10387816  Rnasek 0.2 1.1 9.7 1.06E-02  25.80%
1293 10587315  Gsta4 -0.9 0.6 10.4 1.06E-02  25.83%
1294 10473551 Olfri53 0.4 1.3 3.8 1.06E-02  25.83%
1295 10478754  Arfgef2 -0.2 0.9 93 1.06E-02  25.83%
1296 10340135 -0.5 0.7 6.4 1.06E-02  25.83%
1297 10350923  Rfwd2 -0.3 0.8 9.4 1.07E-02  25.83%
1298 10395328  SnxI3 -0.3 0.8 9.7 1.07E-02  25.83%
1299 10339071 0.2 1.2 10.8 1.07E-02  25.84%
1300 10410576  Cep72 -0.2 0.9 6.5 1.07E-02  25.88%
1301 10425040  Apol7e 0.4 1.3 7.5 1.07E-02  25.88%
1302 10527423  Trrap -0.3 0.8 8.0 1.07E-02  25.88%
1303 10590343 Trakl -0.3 0.8 9.7 1.07E-02  25.88%
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1304 10485314  Ttcl7 -0.2 0.8 9.1 1.08E-02  26.00%
1305 10582201 Cox4nb 0.2 1.1 8.1 1.08E-02  26.00%
1306 10469425  Arl5h -0.5 0.7 9.4 1.08E-02  26.00%
1307 10493259  Ssr2 0.2 1.1 11.9 1.08E-02  26.02%
1308 10598023 0.5 1.4 10.4 1.08E-02  26.02%
1309 10400210  Hectdl -0.2 0.9 9.8 1.09E-02  26.13%
1310 10343675 -0.7 0.6 6.0 1.09E-02  26.13%
1311 10342012 -0.3 0.8 10.0 1.09E-02  26.13%
1312 10539766  Aakl -0.2 0.9 8.6 1.09E-02  26.15%
1313 10343399 0.2 1.2 10.1 1.09E-02  26.18%
1314 10362499  Frk -0.3 0.8 10.8 1.09E-02  26.18%
1315 10542060 -0.3 0.8 7.5 1.09E-02  26.18%
1316 10342532 -0.4 0.7 9.9 1.10E-02  26.18%
1317 10386095  Famll4a?2 -0.3 0.8 8.1 1.10E-02  26.18%
1318 10565738  2210018M11Rik -0.2 0.9 8.8 1.10E-02  26.19%
1319 10512655  Rnf38 -0.2 0.8 9.3 1.10E-02  26.21%
1320 10430179  Apol7b 0.3 1.3 7.5 1.10E-02  26.25%
1321 10342215 -0.4 0.8 8.7 1.10E-02  26.25%
1322 10546238 Vmnlir48 -0.4 0.8 4.0 1.10E-02  26.25%
1323 10492864  Sh3d19 -0.2 0.9 10.2 1.10E-02  26.25%
1324 10392388  Prkca -0.2 0.9 10.1 1.11E-02  26.36%
1325 10488655  Bcl2ll -0.2 0.9 8.4 1.11E-02  26.36%
1326 10442834  Rpusdl 0.2 1.1 7.2 1.11E-02  26.36%
1327 10362426  Trdn 0.8 1.7 4.0 1.11E-02  26.36%
1328 10508454  Bsdcl -0.2 0.9 9.6 1.11E-02  26.36%
1329 10568988  Betl! 0.2 1.1 8.0 1.11E-02  26.36%
1330 10338736 0.6 1.6 5.0 1.12E-02  26.37%
1331 10401939  Lysmdl -0.2 0.9 6.6 1.12E-02  26.37%
1332 10341696 -0.6 0.7 4.9 1.12E-02  26.37%
1333 10457963  Gprl7 -0.4 0.8 7.5 1.12E-02  26.37%
1334 10338762 -0.6 0.7 6.3 1.12E-02  26.37%
1335 10372497  Thap?2 -0.4 0.8 8.2 1.12E-02  26.39%
1336 10357946  Ppplri2b -0.3 0.8 8.1 1.12E-02  26.40%
1337 10566686  Olfr490 0.3 1.2 33 1.12E-02  26.40%
1338 10503168  Chd7 -0.2 0.9 8.7 1.12E-02  26.40%
1339 10555875  Olfr653 0.3 1.2 5.7 1.12E-02  26.40%
1340 10338195 -0.4 0.7 7.8 1.13E-02  26.43%
1341 10462918  Tmem20 -0.2 0.9 11.2 1.13E-02  26.48%
1342 10405303  Cdhr2 -0.2 0.9 12.2 1.13E-02  26.51%
1343 10491486  Atpllb -0.2 0.9 10.9 1.13E-02  26.51%
1344 10470390 0.2 1.2 6.9 1.13E-02  26.51%
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1345 10368495  Rspo3 -0.3 0.8 7.2 1.13E-02  26.51%
1346 10482434  Gtdcl -0.3 0.8 7.5 1.13E-02  26.52%
1347 10521589  Cirl -0.3 0.8 6.8 1.14E-02  26.58%
1348 10344404 0.8 1.8 10.6 1.14E-02  26.59%
1349 10590860  Arhgap4?2 -0.2 0.9 9.8 1.14E-02  26.64%
1350 10343027 -0.2 0.8 10.8 1.15E-02  26.64%
1351 10397476  2310044G17Rik -0.3 0.8 8.6 1.15E-02  26.64%
1352 10508608  Pefl 0.2 1.2 10.0 1.15E-02  26.64%
1353 10575763  Gan -0.2 0.9 8.2 1.15E-02  26.64%
1354 10472820  Itga6b -0.2 0.9 11.3 1.15E-02  26.64%
1355 10417912  Usp54 -0.2 0.9 7.4 1.15E-02  26.64%
1356 10471880  Miri81b-2 -0.3 0.8 6.4 1.15E-02  26.64%
1357 10339345 -0.6 0.6 4.4 1.15E-02  26.67%
1358 10419288  Gchl -0.4 0.8 6.7 1.15E-02  26.67%
1359 10368859  Armc2 -0.2 0.9 6.0 1.15E-02  26.67%
1360 10343749 0.6 1.5 6.9 1.15E-02  26.67%
1361 10388898  Fam58b 0.3 1.2 6.3 1.15E-02  26.67%
1362 10450191  Btnl5 -0.4 0.8 9.8 1.16E-02  26.73%
1363 10340976 0.5 1.5 7.1 1.16E-02  26.73%
1364 10399314  Mfsd2b -0.4 0.8 6.4 1.16E-02  26.73%
1365 10567299  ltpripl2 -0.3 0.8 7.9 1.16E-02  26.73%
1366 10373604 0.4 1.3 2.8 1.16E-02  26.73%
1367 10571007 Whsclll -0.2 0.9 9.9 1.16E-02  26.73%
1368 10576911  Efnb2 -0.2 0.9 9.1 1.16E-02  26.73%
1369 10560685  Bcl3 0.4 1.3 9.6 1.16E-02  26.73%
1370 10344819  Csppl -0.3 0.8 7.4 1.17E-02  26.73%
1371 10587419  Senp6 -0.3 0.8 9.9 1.17E-02  26.73%
1372 10447317  Epasl -0.4 0.8 9.8 1.17E-02  26.73%
1373 10341815 -0.5 0.7 5.9 1.17E-02  26.73%
1374 10447128 0.3 1.2 8.1 1.17E-02  26.73%
1375 10341763 0.5 1.4 5.1 1.17E-02  26.73%
1376 10502224  Sgms?2 -0.3 0.8 9.2 1.17E-02  26.73%
1377 10598057 0.6 1.5 8.6 1.17E-02  26.73%
1378 10501832 -0.3 0.8 11.2 1.17E-02  26.73%
1379 10490510  Didol -0.2 0.9 8.8 1.17E-02  26.73%
1380 10344454 -0.4 0.7 7.0 1.17E-02  26.73%
1381 10509147  Gale 0.3 1.2 8.6 1.17E-02  26.73%
1382 10396237  2700049A03Rik -0.2 0.9 8.1 1.18E-02  26.73%
1383 10602735 -0.2 0.9 3.1 1.18E-02  26.73%
1384 10371107  Mrpl54 0.3 1.2 9.5 1.18E-02  26.74%
1385 10344801 Csppl -0.4 0.7 8.4 1.18E-02  26.74%
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1386 10379262  NfI -0.2 0.9 9.2 1.18E-02  26.74%
1387 10361129 0.3 1.3 6.8 1.18E-02  26.79%
1388 10442629  Spsb3 0.2 1.1 7.8 1.18E-02  26.79%
1389 10482824  Acvrl -0.2 0.8 7.9 1.18E-02  26.79%
1390 10353849  4632411B12Rik -0.2 0.9 9.1 1.19E-02  26.79%
1391 10551080  Cic -0.2 0.9 7.9 1.19E-02  26.79%
1392 10343118 -0.4 0.8 8.1 1.19E-02  26.79%
1393 10514510  Cyp2j6 -0.8 0.6 10.0 1.19E-02  26.79%
1394 10490203  Gnas 0.4 1.4 8.1 1.19E-02  26.79%
1395 10588403  Mrpl3 0.2 1.2 10.1 1.19E-02  26.79%
1396 10395136  Famli50b 0.3 1.2 5.4 1.19E-02  26.83%
1397 10458913  Cepl20 -0.2 0.9 8.5 1.19E-02  26.83%
1398 10454483 Wdr33 -0.1 0.9 9.1 1.20E-02  26.89%
1399 10500237  Rprd2 -0.2 0.9 9.4 1.20E-02  26.89%
1400 10462473  MbI2 0.8 1.8 8.1 1.20E-02  26.92%
1401 10575291  Zfp821 -0.2 0.9 7.4 1.20E-02  26.92%
1402 10413897  Ercc6 -0.2 0.9 8.3 1.20E-02  26.92%
1403 10604038  Akapl7b 0.2 1.1 6.9 1.20E-02  26.92%
1404 10578157  Tnks -0.4 0.8 9.3 1.20E-02  26.92%
1405 10389797  Stxbp4 -0.2 0.9 6.6 1.20E-02  26.94%
1406 10414659  Snord58b 0.4 1.3 4.1 1.20E-02  26.94%
1407 10502816  Gipc2 -0.3 0.8 11.3 1.20E-02  26.94%
1408 10584777  Ddx6 -0.2 0.9 11.7 1.21E-02  26.94%
1409 10582477  SpatallL -0.3 0.8 6.8 1.21E-02  26.96%
1410 10456577 0.3 1.2 2.4 1.21E-02  26.98%
1411 10554752  Nox4 -0.5 0.7 5.6 1.21E-02  26.98%
1412 10459905  Setbpl -0.3 0.8 7.5 1.21E-02  26.98%
1413 10397068  Rbm25 -0.2 0.9 9.3 1.21E-02  26.98%
1414 10541771  Ing4 -0.2 0.9 9.1 1.21E-02  26.99%
1415 10485357 1.4 2.6 12.9 1.21E-02  26.99%
1416 10339874 -0.4 0.8 10.5 1.21E-02  26.99%
1417 10339400 -0.5 0.7 7.8 1.22E-02  26.99%
1418 10500710  Mab2113 0.2 1.1 5.8 1.22E-02  26.99%
1419 10430618  Dnalc4 0.2 1.1 7.4 1.22E-02  26.99%
1420 10340211 -0.4 0.7 7.5 1.22E-02  26.99%
1421 10458808  Femlc -0.2 0.9 9.5 1.22E-02  26.99%
1422 10516994  Fam76a -0.3 0.8 8.4 1.22E-02  27.00%
1423 10338878 -0.4 0.8 2.5 1.22E-02  27.05%
1424 10509246  Luzpl -0.2 0.9 10.1 1.22E-02  27.05%
1425 10410731 0.2 1.2 5.0 1.23E-02  27.08%
1426 10494296  Rpsl0 0.1 1.1 11.2 1.23E-02  27.08%
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1427 10420877  Esco?2 -0.3 0.8 8.2 1.23E-02  27.08%
1428 10436282  Impg? -0.3 0.8 5.1 1.23E-02  27.08%
1429 10552314  Zfpl41 -0.4 0.8 7.7 1.23E-02  27.10%
1430 10440929  Gart 0.2 1.2 8.9 1.23E-02  27.11%
1431 10463803 Sk -0.2 0.9 9.5 1.23E-02  27.11%
1432 10589413  Nmeb6 0.2 1.2 8.3 1.23E-02  27.12%
1433 10584120 0.2 1.2 6.0 1.24E-02  27.12%
1434 10535653  Zkscanl4 -0.2 0.9 8.0 1.24E-02  27.12%
1435 10571728  Rwdd4a 0.3 1.2 8.9 1.24E-02  27.12%
1436 10515363  Mmachc 0.2 1.2 9.4 1.24E-02  27.12%
1437 10460732  Znhit2-ps 0.2 1.2 7.5 1.24E-02  27.12%
1438 10453721 Wac -0.2 0.9 9.9 1.24E-02  27.18%
1439 10567086  Cyp2rl -0.4 0.8 5.6 1.24E-02  27.18%
1440 10464772  2010003K11Rik 0.4 1.4 11.0 1.24E-02  27.19%
1441 10583496  Ppan 0.3 1.2 8.1 1.25E-02  27.23%
1442 10343448 0.3 1.3 7.4 1.25E-02  27.30%
1443 10388451 Wdr81 -0.2 0.9 7.8 1.25E-02  27.34%
1444 10342313 -0.3 0.8 7.8 1.26E-02  27.34%
1445 10338629 -0.6 0.7 5.1 1.26E-02  27.34%
1446 10369690  Tetl -0.2 0.9 6.6 1.26E-02  27.34%
1447 10343432 -0.4 0.7 5.2 1.26E-02  27.34%
1448 10365601 Gnptab -0.2 0.9 9.0 1.26E-02  27.34%
1449 10549594  Twhl 0.3 1.2 7.6 1.26E-02  27.35%
1450 10340041 0.3 1.2 6.9 1.26E-02  27.35%
1451 10483546 0.4 1.3 4.5 1.26E-02  27.35%
1452 10355152  Fzd5 -0.2 0.9 8.6 1.27E-02  27.43%
1453 10452793  Galntl4 -0.2 0.9 5.1 1.27E-02  27.44%
1454 10506146 -0.3 0.8 6.1 1.27E-02  27.45%
1455 10358579  Hmcnl -0.4 0.8 7.4 1.27E-02  27.45%
1456 10341861 -0.4 0.8 8.5 1.27E-02  27.45%
1457 10341883 -0.3 0.8 7.5 1.27E-02  27.50%
1458 10544186  Mkrnl -0.3 0.8 9.6 1.28E-02  27.54%
1459 10424853  Fam203a 0.3 1.2 7.8 1.28E-02  27.54%
1460 10377473  Aloxe3 -0.4 0.8 6.1 1.28E-02  27.55%
1461 10484640  Olfr1099 0.3 1.3 4.8 1.28E-02  27.58%
1462 10341664 -0.5 0.7 5.9 1.28E-02  27.58%
1463 10535938  N4bp2li -0.5 0.7 7.8 1.28E-02  27.60%
1464 10498775  Golim4 -0.4 0.7 8.2 1.29E-02  27.61%
1465 10341579 0.5 1.5 8.1 1.29E-02  27.62%
1466 10531057  Ugt2b5 -0.8 0.6 7.8 1.29E-02  27.63%
1467 10388488  Faml0lb -0.3 0.8 9.5 1.29E-02  27.63%
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1468 10456653  Myo5b -0.2 0.9 10.4 1.29E-02  27.65%
1469 10349051 Tnfrsflla -0.2 0.9 9.0 1.29E-02  27.65%
1470 10440300 0.3 1.3 9.3 1.29E-02  27.65%
1471 10506880  Ktil2 0.2 1.2 10.4 1.29E-02  27.65%
1472 10607189  Amot -0.2 0.8 7.2 1.29E-02  27.66%
1473 10494299  Ensa -0.2 0.9 8.6 1.30E-02  27.66%
1474 10604248  Thoc2 -0.3 0.8 9.5 1.30E-02  27.67%
1475 10341305 0.5 1.4 4.6 1.30E-02  27.67%
1476 10589587  Setd? -0.3 0.8 8.8 1.30E-02  27.71%
1477 10351206  Selp -0.2 0.9 6.1 1.31E-02  27.77%
1478 10407591 Chrm3 -0.3 0.8 7.9 1.31E-02  27.77%
1479 10339369 -0.5 0.7 6.7 1.31E-02  27.77%
1480 10479971 -0.2 0.8 6.0 1.31E-02  27.77%
1481 10338258 0.4 1.3 8.5 1.31E-02  27.80%
1482 10600857  Heph -0.2 0.9 10.5 1.31E-02  27.80%
1483 10339172 -0.4 0.8 9.0 1.31E-02  27.84%
1484 10339638 0.6 1.5 5.1 1.31E-02  27.84%
1485 10404506  Ripkl -0.2 0.9 9.2 1.31E-02  27.84%
1486 10343350 -0.2 0.9 10.4 1.32E-02  27.86%
1487 10484575  Olfr1048 0.2 1.2 4.0 1.32E-02  27.94%
1488 10529758  Bodll -0.3 0.8 7.9 1.32E-02  27.96%
1489 10338756 -0.6 0.7 5.9 1.32E-02  27.98%
1490 10377569  Fxr2 -0.2 0.9 8.3 1.33E-02  28.01%
1491 10341762 -0.7 0.6 4.9 1.33E-02  28.01%
1492 10364428  Olfr57 -0.3 0.8 4.3 1.33E-02  28.03%
1493 10383982  Znrf3 -0.2 0.9 7.6 1.33E-02  28.05%
1494 10343016 -0.3 0.8 8.4 1.33E-02  28.06%
1495 10572357  Cope 0.2 1.2 10.6 1.33E-02  28.08%
1496 10454741  Kdm3b -0.2 0.9 9.4 1.34E-02  28.11%
1497 10360460  Chml -0.5 0.7 7.6 1.34E-02  28.11%
1498 10376564  Med9 0.2 1.1 7.8 1.34E-02  28.11%
1499 10376721  Smcr8 -0.2 0.9 7.8 1.34E-02  28.11%
1500 10416725 0.5 1.5 4.6 1.34E-02  28.11%
1501 10342798 -0.7 0.6 6.9 1.34E-02  28.11%
1502 10338921 -0.5 0.7 6.4 1.34E-02  28.11%
1503 10442454  Pgp 0.2 1.1 10.1 1.34E-02  28.11%
1504 10341859 -0.2 0.9 11.9 1.35E-02  28.14%
1505 10453867  RbbpS -0.5 0.7 8.1 1.35E-02  28.19%
1506 10418410  Prkcd -0.2 0.8 10.5 1.35E-02  28.21%
1507 10482144  Rc3h2 -0.2 0.9 9.8 1.35E-02  28.21%
1508 10402117  Rps6kas -0.6 0.7 7.5 1.35E-02  28.21%
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1509 10581654  Calb2 -0.4 0.8 6.5 1.35E-02  28.21%
1510 10585444  Ireb2 -0.5 0.7 10.4 1.35E-02  28.21%
1511 10431802  Twfl -0.1 0.9 11.3 1.36E-02  28.21%
1512 10353947  Tmeml31 -0.2 0.9 10.7 1.36E-02  28.21%
1513 10437646  Tekt5 0.3 1.3 5.9 1.36E-02  28.21%
1514 10363224  Fabp7 0.5 1.4 6.6 1.36E-02  28.21%
1515 10399029 0.2 1.2 53 1.36E-02  28.21%
1516 10343285 -0.3 0.8 8.3 1.36E-02  28.23%
1517 10599514  Bcorll -0.3 0.8 7.5 1.36E-02  28.23%
1518 10501358  Sars 0.2 1.2 10.1 1.36E-02  28.25%
1519 10344285 -0.5 0.7 7.6 1.36E-02  28.25%
1520 10405693  Dapkl 0.3 1.2 7.7 1.37E-02  28.26%
1521 10361270  Cd46 -0.4 0.8 6.5 1.37E-02  28.26%
1522 10493189 -0.2 0.8 6.5 1.37E-02  28.26%
1523 10484541 Olfrl54 0.2 1.1 4.3 1.37E-02  28.26%
1524 10601848  Arxesl 0.4 1.3 4.1 1.37E-02  28.26%
1525 10508228  Zmym6 -0.2 0.9 7.2 1.37E-02  28.26%
1526 10418218  Simap -0.2 0.9 9.8 1.37E-02  28.26%
1527 10565852  Rnf169 -0.2 0.9 8.4 1.37E-02  28.26%
1528 10512892  Acnatl -0.3 0.8 10.4 1.37E-02  28.26%
1529 10550465  Ceacamll 0.3 1.2 4.8 1.38E-02  28.26%
1530 10381697  Heximl -0.4 0.8 8.3 1.38E-02  28.26%
1531 10365450  Pwpl 0.3 1.2 8.5 1.38E-02  28.26%
1532 10401891  Ston2 -0.3 0.8 8.4 1.38E-02  28.31%
1533 10341596 -0.2 0.9 12.4 1.38E-02  28.31%
1534 10342266 -0.4 0.7 5.5 1.39E-02  28.41%
1535 10417568  Oitl 0.4 1.4 10.6 1.39E-02  28.41%
1536 10515710  Sz¢2 -0.3 0.8 8.2 1.39E-02  28.41%
1537 10578746  BC088983 -0.3 0.8 6.9 1.39E-02  28.41%
1538 10500103  Gabpb2 -0.2 0.9 9.1 1.39E-02  28.41%
1539 10342396 -0.5 0.7 3.8 1.39E-02  28.41%
1540 10342509 0.4 1.3 3.1 1.39E-02  28.41%
1541 10344309 0.2 1.2 10.3 1.39E-02  28.41%
1542 10538970  Krecl -0.2 0.9 8.0 1.39E-02  28.43%
1543 10344072 -0.2 0.8 9.9 1.40E-02  28.45%
1544 10479324  GtpbpS 0.2 1.1 7.4 1.40E-02  28.45%
1545 10457429  Rockl -0.3 0.8 9.7 1.40E-02  28.54%
1546 10356626 -0.2 0.8 8.8 1.41E-02  28.59%
1547 10349237 0.2 1.2 3.2 1.41E-02 28.61%
1548 10343182 0.2 1.2 10.8 1.41E-02  28.61%
1549 10379795  Synrg -0.1 0.9 8.5 1.41E-02  28.64%
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1550 10467489  Ptp4al -0.3 0.8 11.3 1.41E-02  28.64%
1551 10484824  Olfri241 0.2 1.1 4.1 1.41E-02  28.65%
1552 10341884 -0.4 0.7 5.7 1.42E-02  28.77%
1553 10603310  Mir532 0.3 1.3 5.8 1.42E-02  28.77%
1554 10363231  Smpdi3a -0.5 0.7 10.9 1.42E-02  28.77%
1555 10338399 -0.2 0.9 10.0 1.42E-02  28.77%
1556 10596072  Ppp2r3a -0.3 0.8 7.3 1.42E-02  28.77%
1557 10590791  Birc2 -0.3 0.8 8.7 1.42E-02  28.78%
1558 10507726  Cited4 0.2 1.2 7.6 1.43E-02  28.81%
1559 10343504 -0.2 0.9 11.0 1.43E-02  28.81%
1560 10341118 0.6 1.5 5.7 1.43E-02  28.81%
1561 10463164  Fratl -0.4 0.7 8.9 1.43E-02  28.84%
1562 10448186  Zfp820 -0.4 0.8 6.7 1.43E-02  28.84%
1563 10341992 -0.3 0.8 7.7 1.43E-02  28.84%
1564 10341918 0.4 1.3 5.7 1.43E-02  28.84%
1565 10355456  Mreg -0.3 0.8 7.2 1.44E-02  28.86%
1566 10575326 0.2 1.1 7.6 1.44E-02  28.88%
1567 10338416 -0.5 0.7 8.0 1.44E-02  28.88%
1568 10588731  Mstir -0.2 0.8 8.2 1.44E-02  28.88%
1569 10404763  Tmeml70b -0.2 0.9 8.5 1.44E-02  28.88%
1570 10442172  Zfpl60 -0.3 0.8 7.3 1.44E-02  28.88%
1571 10338086 -0.3 0.8 7.8 1.44E-02  28.88%
1572 10342605 -0.6 0.7 3.2 1.44E-02  28.88%
1573 10574676  Nol3 0.2 1.2 6.9 1.44E-02  28.88%
1574 10395155  FamlliOc -0.4 0.8 8.8 1.44E-02  28.88%
1575 10419759  Prmt5 0.2 1.1 9.5 1.45E-02  28.90%
1576 10342382 -0.4 0.8 6.5 1.45E-02  28.92%
1577 10602372  Alas2 0.4 1.3 6.5 1.45E-02  28.93%
1578 10544417  Ephal -0.5 0.7 9.1 1.45E-02  28.97%
1579 10491825  3110057012Rik -0.4 0.8 9.0 1.46E-02  28.99%
1580 10430993  1700001LO5Rik -0.2 0.9 7.8 1.46E-02  29.00%
1581 10344012 -0.3 0.8 10.3 1.46E-02  29.00%
1582 10400605  Rpli0l 0.4 1.4 5.7 1.46E-02  29.03%
1583 10419525  A930018M24Rik -0.4 0.8 6.2 1.46E-02  29.03%
1584 10341720 -0.3 0.8 10.8 1.46E-02  29.03%
1585 10369171 9530009G21Rik -0.4 0.8 6.9 1.46E-02  29.05%
1586 10358549  Hmcnl -0.3 0.8 6.8 1.47E-02  29.07%
1587 10386169 -0.2 0.9 5.8 1.47E-02  29.10%
1588 10342563 -0.4 0.8 7.1 1.47E-02  29.10%
1589 10495111 Wdr77 0.2 1.2 9.2 1.47E-02  29.11%
1590 10373924  Ascc? -0.1 0.9 9.4 1.48E-02  29.18%
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1591 10372618  Frs2 -0.2 0.9 8.6 1.48E-02  29.26%
1592 10542677  Etnkl -0.3 0.8 9.8 1.48E-02  29.30%
1593 10340390 -0.3 0.8 6.8 1.49E-02  29.40%
1594 10354649  Pgapl -0.4 0.8 9.5 1.49E-02  29.40%
1595 10340224 0.3 1.2 2.3 1.49E-02  29.40%
1596 10339325 0.3 1.3 8.8 1.49E-02  29.40%
1597 10340462 0.6 1.5 3.5 1.49E-02  29.40%
1598 10462330  Ppapdc? -0.2 0.9 9.0 1.50E-02  29.40%
1599 10453830 Mibl -0.2 0.9 8.6 1.50E-02  29.40%
1600 10343249 -0.3 0.8 6.7 1.50E-02  29.40%
1601 10519747  Sema3e -0.2 0.9 5.8 1.50E-02  29.40%
1602 10588669  Rassf1 -0.2 0.9 7.5 1.50E-02  29.40%
1603 10462333  Cdc3711 -0.4 0.8 8.5 1.50E-02  29.40%
1604 10402703  1200009106Rik 0.3 1.3 7.7 1.50E-02  29.40%
1605 10559343  Shank2 -0.2 0.9 6.9 1.50E-02  29.40%
1606 10339183 0.6 1.5 3.1 1.50E-02  29.40%
1607 10547553  Mical3 -0.2 0.9 7.6 1.50E-02  29.40%
1608 10397052 0.2 1.2 5.2 1.50E-02  29.41%
1609 10558285  Zranbl -0.3 0.8 8.8 1.51E-02  29.48%
1610 10382788  Galr2 0.2 1.2 6.1 1.51E-02  29.48%
1611 10529605 Wisl 0.2 1.1 8.7 1.51E-02  29.48%
1612 10481804  Ralgpsl -0.3 0.8 8.4 1.51E-02  29.48%
1613 10410776 -0.2 0.9 53 1.51E-02  29.48%
1614 10591653  Tmem?205 0.2 1.2 8.3 1.51E-02  29.48%
1615 10536667  Ptprzl -0.3 0.8 4.5 1.51E-02  29.48%
1616 10523062  Alb 2.3 4.8 9.2 1.51E-02  29.48%
1617 10473221 0.3 1.2 6.3 1.52E-02  29.51%
1618 10357948  Ppplri2b -0.2 0.9 7.9 1.52E-02  29.51%
1619 10446027  Chafla -0.2 0.9 7.3 1.52E-02  29.51%
1620 10438098  Sdf2l1 0.4 1.3 10.2 1.52E-02  29.51%
1621 10449386  DI7Wsu92e -0.2 0.9 9.7 1.52E-02  29.51%
1622 10466104  Ccdc86 0.3 1.2 8.2 1.52E-02  29.51%
1623 10521068  4933407H18Rik -0.2 0.9 7.0 1.52E-02  29.52%
1624 10347335  Sicllal 0.2 1.1 7.3 1.53E-02  29.61%
1625 10582884 1.6 3.0 6.8 1.53E-02  29.61%
1626 10455873  Slci2a2 -0.3 0.8 10.3 1.53E-02  29.61%
1627 10339643 0.4 1.3 7.1 1.53E-02  29.61%
1628 10342534 -0.4 0.8 9.0 1.53E-02  29.64%
1629 10367252  Pan2 -0.2 0.9 9.0 1.54E-02  29.68%
1630 10482496 -0.3 0.8 7.6 1.54E-02  29.68%
1631 10341368 0.9 1.9 5.2 1.54E-02  29.68%
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1632 10522288  Shisa3 0.2 1.2 6.4 1.54E-02  29.68%
1633 10596261  Dnajcl3 -0.2 0.9 10.3 1.54E-02  29.68%
1634 10343803 -0.3 0.8 8.6 1.54E-02  29.70%
1635 10339044 -0.4 0.7 3.9 1.54E-02  29.71%
1636 10554142  2310037124Rik -0.2 0.9 8.7 1.55E-02  29.74%
1637 10340037 0.5 1.4 2.8 1.55E-02  29.74%
1638 10422718  Ttc33 -0.3 0.8 7.1 1.55E-02  29.74%
1639 10349480  R3hdml -0.2 0.9 9.2 1.55E-02  29.75%
1640 10368136 Gm4922 0.2 1.1 5.0 1.55E-02  29.75%
1641 10409896  Ctsq 0.5 1.4 4.1 1.55E-02  29.75%
1642 10563275  Ruvbl2 0.2 1.2 8.4 1.55E-02  29.75%
1643 10516926  MedlS8 0.2 1.2 6.8 1.56E-02  29.85%
1644 10408386  Pri8a8 0.4 1.3 3.7 1.57E-02  29.95%
1645 10504203 -0.3 0.8 33 1.58E-02  30.11%
1646 10512411  Fancg -0.2 0.9 7.6 1.58E-02  30.11%
1647 10603289  Clcns -0.3 0.8 9.3 1.58E-02  30.19%
1648 10397281 Yipmli -0.2 0.9 8.4 1.58E-02  30.20%
1649 10550738 0.4 1.3 5.9 1.58E-02  30.21%
1650 10341169 0.2 1.2 10.1 1.59E-02  30.25%
1651 10380660  Hoxb2 0.2 1.1 6.9 1.59E-02  30.25%
1652 10339391 -0.3 0.8 10.9 1.59E-02  30.25%
1653 10548326  Clec2e -0.6 0.7 10.2 1.59E-02  30.32%
1654 10382243  Gnal3 -0.1 0.9 11.1 1.60E-02  30.33%
1655 10510221 Gm3579 -0.4 0.8 5.7 1.60E-02  30.33%
1656 10416800 Lmo7 -0.2 0.9 10.4 1.60E-02  30.33%
1657 10344588 0.6 1.5 5.5 1.60E-02  30.33%
1658 10545123 Vmnlir38 0.2 1.1 3.7 1.60E-02  30.33%
1659 10527832  Pds5b -0.2 0.9 8.9 1.60E-02  30.33%
1660 10380219 Vezfl -0.2 0.8 9.1 1.60E-02  30.33%
1661 10554233  Aen 0.2 1.1 7.3 1.60E-02  30.33%
1662 10379944  Tbx4 0.2 1.2 6.1 1.60E-02  30.33%
1663 10604380  Zdhhc9 -0.2 0.8 10.3 1.60E-02  30.33%
1664 10451054  Enpp4 -0.3 0.8 9.4 1.61E-02  30.36%
1665 10341599 -0.5 0.7 5.4 1.61E-02  30.37%
1666 10469954  Tmem203 0.1 1.1 8.8 1.61E-02  30.37%
1667 10543904  Cnot4 -0.2 0.9 9.2 1.61E-02  30.37%
1668 10408097  Prssi6 0.3 1.2 7.1 1.61E-02  30.37%
1669 10518132  Prdm?2 -0.2 0.9 8.7 1.61E-02  30.39%
1670 10526838  Got2 0.3 1.3 7.8 1.61E-02  30.39%
1671 10339744 -0.8 0.6 53 1.61E-02  30.39%
1672 10512308  Sigmarl 0.3 1.2 10.4 1.62E-02  30.39%
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1673 10542822  Repl5 -0.4 0.8 8.8 1.62E-02  30.39%
1674 10467637  Arhgapl9 -0.3 0.8 8.1 1.62E-02  30.39%
1675 10580169  Ccdci30 0.2 1.1 8.3 1.62E-02  30.39%
1676 10367045  Rdhi6 -0.5 0.7 5.9 1.62E-02  30.39%
1677 10435024  Rnf168 -0.2 0.9 8.7 1.62E-02  30.39%
1678 10343229 -0.8 0.6 5.5 1.62E-02  30.39%
1679 10341967 -0.2 0.9 11.3 1.62E-02  30.39%
1680 10380654  Hoxb3 0.2 1.2 7.5 1.63E-02  30.39%
1681 10546508 -0.4 0.8 7.4 1.63E-02  30.39%
1682 10475000  Rtf1 -0.2 0.9 8.8 1.63E-02  30.39%
1683 10379936  Thx2 0.2 1.1 7.7 1.63E-02  30.39%
1684 10363161 Tmem229b -0.6 0.7 8.4 1.63E-02  30.39%
1685 10532828  Mmab 0.2 1.2 7.7 1.63E-02  30.39%
1686 10426477  Snrpc 0.2 1.1 9.0 1.63E-02  30.39%
1687 10472724  Gorasp?2 0.2 1.2 11.2 1.63E-02  30.39%
1688 10462357  Mirl01b 0.2 1.1 4.7 1.63E-02  30.39%
1689 10472621 Ubr3 -0.2 0.9 9.5 1.63E-02  30.39%
1690 10338116 0.5 1.4 10.8 1.63E-02  30.39%
1691 10374068  Dbnl 0.2 1.2 9.1 1.64E-02  30.48%
1692 10499935  Lceli -0.4 0.7 5.3 1.64E-02  30.48%
1693 10342416 -0.1 0.9 11.7 1.64E-02  30.48%
1694 10339030 -0.3 0.8 10.8 1.64E-02  30.48%
1695 10341726 -0.4 0.7 4.9 1.64E-02  30.48%
1696 10343410 0.7 1.6 9.7 1.64E-02  30.48%
1697 10515690  Szt2 -0.3 0.8 6.2 1.64E-02  30.48%
1698 10600372 -0.2 0.9 6.4 1.65E-02  30.48%
1699 10357773  Mdm4 -0.2 0.8 9.1 1.65E-02  30.48%
1700 10475890  Mertk -0.6 0.7 10.7 1.65E-02  30.48%
1701 10362073  Sgkl -0.8 0.6 9.4 1.65E-02  30.49%
1702 10344135 -0.8 0.6 7.0 1.65E-02  30.50%
1703 10528287 Gm6718 0.3 1.2 5.4 1.65E-02  30.51%
1704 10460285  Nudt8 0.2 1.1 7.9 1.65E-02  30.51%
1705 10449657  Tff3 -0.2 0.9 13.2 1.65E-02  30.51%
1706 10502279  Arhgef38 -0.2 0.9 8.5 1.66E-02  30.51%
1707 10420247  Mcpt4 0.4 1.4 6.0 1.66E-02  30.51%
1708 10372557 Gm239 -0.5 0.7 9.9 1.66E-02  30.51%
1709 10341204 -0.2 0.9 11.4 1.66E-02  30.51%
1710 10534912  6430598A404Rik -0.2 0.9 6.7 1.66E-02  30.51%
1711 10403054 0.6 1.5 11.3 1.66E-02  30.53%
1712 10523802  Cdc7 -0.2 0.9 6.6 1.66E-02  30.53%
1713 10499917  Lcela2 -0.3 0.8 5.0 1.66E-02  30.53%
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1714 10511149  Mrpl20 0.3 1.2 9.5 1.66E-02  30.53%
1715 10338819 0.9 1.8 7.1 1.66E-02  30.53%
1716 10597871  Higdla -0.3 0.8 7.3 1.67E-02  30.53%
1717 10406825  Ankra2 -0.2 0.9 8.2 1.67E-02  30.53%
1718 10470547  Mrps?2 0.2 1.1 8.9 1.67E-02  30.53%
1719 10358658  Hmcnl -0.3 0.8 7.1 1.67E-02  30.53%
1720 10358567  Hmcnl -0.3 0.8 53 1.67E-02  30.53%
1721 10488459  Zfp442 -0.6 0.7 6.2 1.67E-02  30.53%
1722 10341387 -0.4 0.7 7.0 1.67E-02  30.56%
1723 10341603 -0.5 0.7 6.1 1.68E-02  30.58%
1724 10403076 0.3 1.2 9.4 1.68E-02  30.58%
1725 10468022  Mrpl43 0.2 1.2 9.0 1.68E-02  30.59%
1726 10342902 -0.7 0.6 7.1 1.68E-02  30.59%
1727 10339774 -0.3 0.8 8.7 1.68E-02  30.60%
1728 10606160  Rfwd?2 -0.3 0.8 9.7 1.68E-02  30.60%
1729 10527332  Nptx2 0.2 1.2 7.2 1.68E-02  30.60%
1730 10577866  Ash2l -0.2 0.8 9.4 1.68E-02  30.60%
1731 10344203 0.5 1.4 34 1.68E-02  30.62%
1732 10502482 0.2 1.1 3.1 1.69E-02  30.66%
1733 10552260 0.4 1.3 5.3 1.69E-02  30.66%
1734 10398936  Pacs?2 -0.2 0.9 8.5 1.69E-02  30.66%
1735 10468131  9130011E15Rik -0.2 0.9 8.4 1.69E-02  30.66%
1736 10416653  Kbtbd7 -0.4 0.8 7.1 1.69E-02  30.66%
1737 10365408  Ric8b -0.2 0.9 8.5 1.69E-02  30.66%
1738 10428579  Extl 0.4 1.3 9.2 1.70E-02  30.66%
1739 10441161  Hmgnl 0.2 1.2 8.3 1.70E-02  30.66%
1740 10342796 -0.5 0.7 7.7 1.70E-02  30.66%
1741 10475912 Tmem87b -0.2 0.9 9.6 1.70E-02  30.66%
1742 10390032  Acsf? -0.5 0.7 9.6 1.70E-02  30.66%
1743 10451818  Sultic2 -0.8 0.6 6.7 1.70E-02  30.66%
1744 10479979  Sic25a36 -0.4 0.7 10.6 1.70E-02  30.66%
1745 10566543  Dchsl -0.2 0.9 6.9 1.70E-02  30.66%
1746 10482918 -0.2 0.9 7.2 1.70E-02  30.66%
1747 10340757 -0.3 0.8 9.8 1.70E-02  30.66%
1748 10412919 0.2 1.2 33 1.70E-02  30.67%
1749 10339433 -0.3 0.8 6.0 1.71E-02  30.67%
1750 10604637  Cxxla 0.3 1.2 7.8 1.71E-02  30.67%
1751 10540012  Zxdc -0.2 0.9 8.0 1.71E-02  30.67%
1752 10457927 0.4 1.4 7.7 1.71E-02  30.67%
1753 10340987 -0.6 0.7 4.8 1.71E-02  30.69%
1754 10379765  Hnflb -0.3 0.8 8.3 1.71E-02  30.69%
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1755 10440713  Krtapl6-8 0.2 1.2 4.1 1.72E-02  30.69%
1756 10339323 -0.8 0.6 7.2 1.72E-02  30.69%
1757 10468789  Pdzd$ -0.2 0.9 9.4 1.72E-02  30.69%
1758 10425461  Adsl 0.3 1.2 9.1 1.72E-02  30.69%
1759 10549504  Dennd5b -0.6 0.7 8.7 1.72E-02  30.69%
1760 10520483  Eptl -0.2 0.9 11.9 1.72E-02  30.69%
1761 10449370  Rpsl0 0.1 1.1 11.4 1.72E-02  30.69%
1762 10492426  Acsf? -0.5 0.7 9.6 1.72E-02  30.69%
1763 10377953  Kiflc -0.2 0.9 8.5 1.72E-02  30.69%
1764 10438564  Rpsi0 0.1 1.1 12.3 1.72E-02  30.69%
1765 10503234  Clvsl 0.3 1.2 6.2 1.72E-02  30.69%
1766 10588522  Rrp9 0.3 1.2 7.8 1.72E-02  30.69%
1767 10513156  Ptpn3 -0.3 0.8 8.4 1.72E-02  30.70%
1768 10512443  Stoml2 0.2 1.2 9.7 1.73E-02  30.71%
1769 10453900  Riok3 -0.2 0.9 9.7 1.73E-02  30.74%
1770 10463997  Pdcd4 -0.2 0.8 10.5 1.73E-02  30.74%
1771 10502845  Fam73a -0.2 0.9 8.2 1.73E-02  30.76%
1772 10579525  Plvap 0.3 1.3 8.2 1.73E-02  30.76%
1773 10547410  Ercl -0.2 0.9 8.0 1.73E-02  30.76%
1774 10344332 -0.3 0.8 9.4 1.73E-02  30.76%
1775 10387545  Eif4al 0.1 1.1 12.0 1.74E-02  30.80%
1776 10339582 -0.4 0.8 7.6 1.74E-02  30.88%
1777 10341227 0.3 1.2 8.5 1.75E-02  30.91%
1778 10341464 -0.2 0.9 11.4 1.75E-02  30.93%
1779 10562461 C230052112Rik 0.3 1.2 8.7 1.75E-02  30.93%
1780 10340081 -0.6 0.7 3.2 1.75E-02  30.96%
1781 10369154 Manla -0.2 0.9 10.3 1.75E-02  30.97%
1782 10418804  Timm?23 0.2 1.1 11.2 1.76E-02  30.98%
1783 10496569  Gbp6 0.6 1.6 8.8 1.76E-02  30.99%
1784 10340031 -0.4 0.8 7.5 1.76E-02  30.99%
1785 10485340  Itpa 0.2 1.1 9.0 1.76E-02  30.99%
1786 10434003  Crkl -0.1 0.9 9.7 1.76E-02  30.99%
1787 10396778  MppS5 -0.3 0.8 9.8 1.76E-02  30.99%
1788 10510629  Nol9 0.2 1.2 8.8 1.76E-02  30.99%
1789 10596137  Srprb 0.3 1.2 9.7 1.76E-02  30.99%
1790 10355147  Famlli9a 0.2 1.2 6.8 1.77E-02  30.99%
1791 10340445 -0.9 0.5 4.4 1.77E-02  30.99%
1792 10341839 0.5 1.4 5.1 1.77E-02  30.99%
1793 10342324 -0.3 0.8 11.5 1.77E-02  31.08%
1794 10401160  Tmem229b -0.5 0.7 7.7 1.77E-02  31.08%
1795 10356001 Cul3 -0.2 0.9 10.8 1.77E-02  31.08%
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1796 10342171 -0.2 0.9 10.4 1.77E-02  31.08%
1797 10338889 0.5 1.4 5.8 1.78E-02  31.11%
1798 10342890 0.4 1.4 10.1 1.78E-02  31.18%
1799 10573733  Papd5 -0.2 0.9 9.6 1.78E-02  31.20%
1800 10349081  Phlppl -0.2 0.8 7.4 1.79E-02  31.24%
1801 10338474 -0.2 0.8 9.5 1.79E-02  31.24%
1802 10495042  Ppmlj -0.8 0.6 7.6 1.79E-02  31.26%
1803 10384670 -0.4 0.7 5.1 1.79E-02  31.27%
1804 10338268 -0.5 0.7 5.8 1.79E-02  31.27%
1805 10461909  BC016495 -0.3 0.8 7.2 1.79E-02  31.27%
1806 10550925  Zfp428 0.3 1.3 6.2 1.80E-02  31.27%
1807 10583320 BC017612 0.2 1.1 6.9 1.80E-02  31.27%
1808 10341935 -0.7 0.6 4.3 1.80E-02  31.27%
1809 10341442 -0.6 0.7 6.4 1.80E-02  31.27%
1810 10400405  Nfkbia -0.3 0.8 10.1 1.80E-02  31.27%
1811 10588696  Nat6 -0.3 0.8 7.4 1.80E-02  31.27%
1812 10344551 0.4 1.3 8.6 1.80E-02  31.30%
1813 10454286  Mapre2 -0.3 0.8 9.5 1.81E-02  31.33%
1814 10565250  Mesdcl -0.2 0.9 8.0 1.81E-02  31.36%
1815 10339152 -0.5 0.7 4.4 1.81E-02  31.42%
1816 10343797 0.5 1.4 7.1 1.81E-02  31.42%
1817 10341893 -0.4 0.7 6.2 1.82E-02  31.42%
1818 10346722  Nbeall -0.3 0.8 93 1.82E-02  31.46%
1819 10356274  Csprs 0.4 1.3 6.1 1.82E-02  31.50%
1820 10489936  Adnp -0.2 0.9 9.0 1.82E-02  31.54%
1821 10541532  Foxj2 -0.2 0.9 8.7 1.83E-02  31.54%
1822 10548735  Duspl6 -0.5 0.7 9.6 1.83E-02  31.59%
1823 10537834  Arhgef5 -0.2 0.9 10.1 1.83E-02  31.59%
1824 10461475  Cpsf7 -0.2 0.9 8.3 1.83E-02  31.59%
1825 10549361 Tm7sf3 0.2 1.1 9.6 1.83E-02  31.62%
1826 10503695  Bach2 -0.4 0.8 7.4 1.84E-02  31.64%
1827 10342443 0.3 1.2 7.8 1.84E-02  31.66%
1828 10437080  Ttc3 -0.2 0.9 8.4 1.84E-02  31.66%
1829 10524668  Cog5 0.3 1.2 9.5 1.84E-02  31.66%
1830 10576569  BC021891 -0.2 0.8 7.9 1.84E-02  31.66%
1831 10342429 0.3 1.2 53 1.84E-02  31.66%
1832 10529239  Pisd -0.3 0.8 9.4 1.84E-02  31.66%
1833 10561204  Itpkc -0.2 0.9 8.1 1.85E-02  31.66%
1834 10565362 Vmn2r74 0.3 1.2 4.0 1.85E-02  31.66%
1835 10477970  Src -0.2 0.9 9.4 1.85E-02  31.66%
1836 10513166  Ptpn3 -0.3 0.8 9.7 1.85E-02  31.66%
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1837 10549534  4833442J19Rik -0.2 0.9 53 1.85E-02  31.68%
1838 10344284 -0.6 0.7 5.6 1.85E-02  31.68%
1839 10341094 -0.7 0.6 6.2 1.85E-02  31.68%
1840 10358999  Xprl -0.2 0.9 9.6 1.85E-02  31.68%
1841 10447239  Abcg8 -0.6 0.7 9.7 1.86E-02  31.68%
1842 10340815 0.6 1.5 6.1 1.86E-02  31.68%
1843 10430997  Pacsin?2 -0.2 0.9 10.7 1.86E-02  31.68%
1844 10467838 -0.4 0.8 5.6 1.86E-02  31.68%
1845 10494170  Lysmdl -0.2 0.9 6.7 1.86E-02  31.73%
1846 10500204  Ecml 0.4 1.4 9.0 1.86E-02  31.73%
1847 10355974 Wdfy1 -0.2 0.9 8.5 1.86E-02  31.73%
1848 10384349  Polr2c 0.2 1.2 9.9 1.86E-02  31.73%
1849 10512061 Taf9 0.2 1.2 9.7 1.87E-02  31.75%
1850 10485643  AI314831 0.3 1.2 5.7 1.87E-02  31.82%
1851 10432162  2310037124Rik -0.2 0.9 9.0 1.88E-02  31.86%
1852 10542310  Cdknlib -0.2 0.9 9.7 1.88E-02  31.86%
1853 10459730 Me2 -0.2 0.9 11.5 1.88E-02  31.86%
1854 10566231 Olfr622 0.2 1.1 5.0 1.88E-02  31.90%
1855 10530563  Fryl -0.2 0.8 9.5 1.88E-02  31.90%
1856 10401109  Gpx2 0.4 1.3 12.3 1.88E-02  31.90%
1857 10373202  Shmt2 0.4 1.3 8.7 1.89E-02  31.94%
1858 10394560  Smc6 -0.3 0.8 8.9 1.89E-02  31.94%
1859 10572290  Nr2clap 0.3 1.2 8.4 1.89E-02  31.94%
1860 10344555 0.5 1.4 4.6 1.89E-02  31.94%
1861 10494565  FmoS5 -0.5 0.7 11.5 1.89E-02  31.94%
1862 10564888 Unc4ia 0.1 1.1 8.3 1.89E-02  31.94%
1863 10364383 -0.2 0.8 53 1.89E-02  31.94%
1864 10404178  BC005537 -0.2 0.9 10.8 1.89E-02  31.96%
1865 10469575 Gmli3363 -0.3 0.8 11.0 1.90E-02  32.01%
1866 10340590 0.5 1.4 6.1 1.90E-02  32.01%
1867 10552299  Gm4884 0.3 1.3 4.5 1.90E-02  32.02%
1868 10438042 0.2 1.2 3.7 1.90E-02  32.03%
1869 10425357  Smcr7! 0.2 1.1 8.1 1.90E-02  32.03%
1870 10443949  Adamtsl0 -0.2 0.8 7.7 1.91E-02  32.08%
1871 10491518 -0.3 0.8 5.9 1.91E-02  32.08%
1872 10493662  Nup210! -0.3 0.8 7.0 1.91E-02  32.08%
1873 10560399 -0.4 0.8 4.5 1.91E-02  32.08%
1874 10344059 -0.4 0.8 8.6 1.91E-02  32.11%
1875 10589190 -0.9 0.5 7.9 1.91E-02 32.11%
1876 10342117 -0.5 0.7 7.6 1.92E-02  32.11%
1877 10581011 0.7 1.6 34 1.92E-02 32.11%
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1878 10443117  Bakl 0.3 1.2 6.8 1.92E-02  32.11%
1879 10530560  Slain2 0.3 1.2 6.4 1.92E-02  32.11%
1880 10354588  Stki7b -0.5 0.7 11.3 1.92E-02  32.11%
1881 10598018 0.4 1.4 8.3 1.92E-02  32.11%
1882 10497090  Ankrdl3c -0.2 0.9 10.8 1.93E-02  32.18%
1883 10554965 0.2 1.2 7.6 1.93E-02  32.18%
1884 10542156  Clec2d -0.3 0.8 10.6 1.93E-02  32.18%
1885 10389882  Luc7I3 -0.3 0.8 10.0 1.94E-02  32.28%
1886 10574962  Nfatc3 -0.2 0.9 9.8 1.94E-02  32.28%
1887 10554463  Hddc3 0.2 1.2 8.5 1.94E-02  32.28%
1888 10471814  Gpr2l -0.3 0.8 6.2 1.94E-02  32.28%
1889 10443007  Neurllb -0.3 0.8 8.6 1.94E-02  32.28%
1890 10440099  St3gal6 -0.3 0.8 9.9 1.94E-02  32.28%
1891 10340484 0.6 1.5 4.2 1.94E-02  32.28%
1892 10374790 0.3 1.3 5.6 1.94E-02  32.28%
1893 10342063 -0.5 0.7 6.6 1.95E-02  32.32%
1894 10503196  Chd7 -0.3 0.8 8.3 1.95E-02  32.35%
1895 10566678  Olfr485 0.3 1.3 4.9 1.95E-02  32.38%
1896 10525296  Brap -0.2 0.9 8.5 1.95E-02  32.38%
1897 10541067  Eif4a3 0.2 1.2 9.4 1.95E-02  32.38%
1898 10386388  Snap47 0.1 1.1 8.2 1.95E-02  32.38%
1899 10508647 -0.4 0.8 7.1 1.96E-02  32.40%
1900 10508649 -0.4 0.8 7.1 1.96E-02  32.40%
1901 10471784  Rabgapl -0.2 0.9 9.2 1.96E-02  32.40%
1902 10365792  Ccdc38 0.2 1.1 3.6 1.96E-02  32.40%
1903 10412657 0.7 1.6 5.3 1.96E-02  32.44%
1904 10413216  4931406H21Rik -0.2 0.8 6.8 1.97E-02  32.47%
1905 10341187 -0.3 0.8 7.7 1.97E-02  32.50%
1906 10342411 -0.6 0.7 6.6 1.97E-02  32.51%
1907 10345981  Erccs -0.2 0.9 8.0 1.97E-02  32.51%
1908 10571198 0.2 1.2 3.7 1.98E-02  32.55%
1909 10424221 Wdr67 -0.4 0.8 8.2 1.98E-02  32.55%
1910 10415911  Kifi3b -0.2 0.9 8.6 1.98E-02  32.55%
1911 10438592  Liph -0.2 0.9 9.5 1.98E-02  32.55%
1912 10356335  Nmurl 0.2 1.2 6.9 1.98E-02  32.55%
1913 10557450  Bola2 0.2 1.1 7.9 1.98E-02  32.55%
1914 10348932  Ginl -0.3 0.8 8.7 1.98E-02  32.55%
1915 10438751 -0.4 0.8 4.1 1.98E-02  32.55%
1916 10341539 -0.6 0.7 4.0 1.98E-02  32.55%
1917 10469923  Entpd§ 0.3 1.2 9.6 1.99E-02  32.56%
1918 10385699  Rmnd5h 0.2 1.1 8.7 1.99E-02  32.56%
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1919 10424582 0.2 1.2 4.3 1.99E-02  32.56%
1920 10531796 Wdfy3 -0.1 0.9 8.3 1.99E-02  32.56%
1921 10373223  Lrpl -0.3 0.8 10.0 1.99E-02  32.57%
1922 10338315 -0.2 0.8 10.7 1.99E-02  32.57%
1923 10340630 -0.2 0.8 8.5 1.99E-02  32.58%
1924 10416120 0.2 1.2 5.8 1.99E-02  32.58%
1925 10443690 Gliplr 0.4 1.3 7.2 1.99E-02  32.58%
1926 10503194  Chd7 -0.2 0.8 8.0 2.00E-02  32.58%
1927 10386495  Tomll2 -0.2 0.9 9.0 2.00E-02  32.59%
1928 10342235 -0.7 0.6 4.9 2.00E-02 32.61%
1929 10505237 0.3 1.3 33 2.00E-02  32.63%
1930 10370127  Pcnt -0.2 0.9 7.4 2.00E-02  32.63%
1931 10357103  Cdhi9 -0.3 0.8 53 2.00E-02  32.66%
1932 10528911 0.2 1.2 8.6 2.01E-02 32.66%
1933 10563657 -0.2 0.9 6.6 2.01E-02  32.66%
1934 10508420  Yars 0.3 1.3 9.1 2.01E-02 32.66%
1935 10340061 0.6 1.6 5.2 2.01E-02  32.66%
1936 10339846 -0.3 0.8 2.6 2.01E-02 32.67%
1937 10512011  Zfp292 -0.2 0.9 9.4 2.01E-02  32.67%
1938 10342380 -0.4 0.8 7.4 2.01E-02 32.67%
1939 10380260  Trim25 -0.2 0.9 9.5 2.01E-02  32.67%
1940 10359571  Fmol 0.4 1.3 8.6 2.02E-02  32.70%
1941 10530287  Apbb2 -0.2 0.9 8.6 2.02E-02  32.70%
1942 10361358  Rgsl7 -0.2 0.9 5.3 2.02E-02  32.70%
1943 10494332 0.2 1.2 7.6 2.02E-02  32.70%
1944 10423049  Prir -0.3 0.8 9.7 2.03E-02 32.80%
1945 10340397 -0.5 0.7 6.3 2.03E-02  32.80%
1946 10341253 0.3 1.2 8.7 2.03E-02 32.80%
1947 10345141  Lmbrdl -0.3 0.8 9.4 2.03E-02  32.80%
1948 10603270  Bmpl5 0.3 1.2 5.1 2.03E-02 32.80%
1949 10447742  Map3k4 -0.1 0.9 7.9 2.03E-02  32.80%
1950 10476197  Itpa 0.2 1.1 8.9 2.03E-02 32.82%
1951 10342557 0.6 1.5 4.6 2.04E-02  32.82%
1952 10348906  Gm6086 -0.4 0.8 6.7 2.04E-02  32.84%
1953 10423230 Cdh9 -0.4 0.8 4.8 2.04E-02  32.84%
1954 10368979 0.2 1.2 5.2 2.04E-02  32.86%
1955 10537849  Arhgef5 -0.2 0.9 10.0 2.04E-02  32.86%
1956 10437668  Socsl 0.3 1.2 7.5 2.05E-02  32.86%
1957 10550749  Nirp9b -0.4 0.8 8.4 2.05E-02  32.86%
1958 10516894  Rccl 0.2 1.1 7.8 2.05E-02  32.86%
1959 10530849 0.2 1.1 3.9 2.05E-02  32.86%
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1960 10485667  Dnajc24 0.2 1.1 8.7 2.05E-02  32.86%
1961 10499504  Mixl 0.2 1.2 9.0 2.05E-02  32.86%
1962 10463308  Abcc2? -0.7 0.6 11.1 2.05E-02  32.86%
1963 10403038 0.7 1.6 8.9 2.05E-02  32.89%
1964 10354881 0.2 1.2 4.6 2.06E-02  32.96%
1965 10603508  Fitsjl 0.2 1.1 8.5 2.06E-02  32.96%
1966 10434552 0.1 1.1 5.9 2.06E-02  32.97%
1967 10343639 -0.3 0.8 7.2 2.06E-02  32.99%
1968 10588836  Gmppb 0.4 1.3 8.3 2.06E-02  32.99%
1969 10344811 Csppl -0.2 0.9 8.8 2.07E-02  33.00%
1970 10533703  Rsrc2 -0.3 0.8 9.2 2.07E-02  33.03%
1971 10539741  Aakl -0.2 0.9 9.3 2.07E-02  33.03%
1972 10438040  Olfr19 0.2 1.2 4.8 2.07E-02  33.03%
1973 10533071  Suds3 -0.1 0.9 10.2 2.07E-02  33.03%
1974 10480628  Tubb2c 0.2 1.2 10.7 2.07E-02  33.03%
1975 10490970 0.5 1.5 5.2 2.08E-02  33.04%
1976 10566664  Olfr470 0.2 1.1 4.1 2.08E-02  33.04%
1977 10438433  Olfrl71 0.3 1.3 3.6 2.08E-02  33.04%
1978 10343771 -0.5 0.7 8.0 2.08E-02  33.04%
1979 10490731  SoxI8 0.2 1.2 7.3 2.08E-02  33.07%
1980 10342664 -0.6 0.7 7.9 2.08E-02  33.09%
1981 10547288  Ankrd26 -0.2 0.9 6.8 2.08E-02  33.09%
1982 10608685  Ppp4r2 -0.3 0.8 93 2.09E-02  33.09%
1983 10514255 M3 -0.3 0.8 8.9 2.09E-02  33.09%
1984 10416945  Mirl7hg -0.3 0.8 6.2 2.09E-02  33.09%
1985 10474102 1.4 2.7 53 2.09E-02  33.09%
1986 10342016 -0.4 0.8 8.6 2.09E-02  33.09%
1987 10346533  Nif3l1 0.3 1.2 9.2 2.09E-02  33.09%
1988 10579925  Gabl -0.3 0.8 93 2.09E-02  33.09%
1989 10599348  Gria3 -0.3 0.8 6.4 2.09E-02  33.09%
1990 10549102  Kcnj8 0.3 1.3 8.1 2.09E-02  33.09%
1991 10604076  Snora69 0.7 1.6 8.4 2.09E-02  33.09%
1992 10433885  Cebpd -0.3 0.8 6.9 2.10E-02  33.12%
1993 10515613  Ptprf -0.3 0.8 10.0 2.10E-02  33.13%
1994 10522627  Cepl35 -0.2 0.9 7.1 2.10E-02  33.13%
1995 10366266  Pawr -0.3 0.8 9.2 2.10E-02  33.13%
1996 10341666 -0.5 0.7 8.0 2.10E-02  33.14%
1997 10531051 Ugt2b36 -0.7 0.6 8.3 2.10E-02  33.15%
1998 10565018  Iggapl -0.2 0.9 10.1 2.11E-02  33.16%
1999 10419274  Gmfb -0.2 0.8 10.3 2.11E-02  33.16%
2000 10343135 -0.2 0.9 13.0 2.11E-02  33.16%
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2001 10341500 0.5 1.4 4.1 2.11E-02  33.20%
2002 10499108  Glt28d2 -0.3 0.8 7.8 2.11E-02  33.20%
2003 10556082  Ppfibp?2 -0.2 0.9 8.1 2.12E-02  33.23%
2004 10520362  Insigl 0.3 1.2 10.4 2.12E-02  33.23%
2005 10450154  H2-Aa 0.3 1.2 12.1 2.12E-02  33.24%
2006 10376474  Mrpl55 0.2 1.1 8.6 2.12E-02  33.24%
2007 10357529  C4bp-psi -0.3 0.8 4.0 2.12E-02  33.24%
2008 10367544  Ctdsp2 -0.2 0.9 10.1 2.12E-02  33.25%
2009 10457465  Escol -0.3 0.8 8.7 2.13E-02  33.25%
2010 10554081 Ttc23 -0.2 0.9 6.7 2.13E-02  33.25%
2011 10363455  Pcbdl 0.2 1.1 11.2 2.13E-02  33.25%
2012 10591357  Eif3g 0.3 1.2 10.3 2.13E-02  33.27%
2013 10530536  Tec -0.4 0.8 8.5 2.13E-02  33.27%
2014 10461898  Rfk 0.2 1.2 12.9 2.13E-02  33.27%
2015 10525352  Ppplcc -0.1 0.9 11.9 2.13E-02  33.27%
2016 10515295  Mast2 -0.2 0.9 9.9 2.13E-02  33.27%
2017 10413161 Cnotl -0.2 0.9 9.8 2.14E-02  33.31%
2018 10342345 0.2 1.2 8.4 2.14E-02  33.33%
2019 10549447  Ipo8 -0.2 0.9 9.7 2.14E-02  33.33%
2020 10430660  Pdgfb -0.2 0.9 7.4 2.14E-02  33.33%
2021 10498187  6030405A418Rik 0.2 1.2 6.4 2.14E-02  33.34%
2022 10530733  Clock -0.2 0.9 9.8 2.14E-02  33.34%
2023 10342978 -0.6 0.7 3.5 2.15E-02  33.34%
2024 10513164  Ptpn3 -0.4 0.8 9.2 2.15E-02  33.34%
2025 10342964 -0.5 0.7 6.9 2.15E-02  33.36%
2026 10436442  Famo60a -0.2 0.8 9.9 2.15E-02  33.36%
2027 10410134 -0.2 0.9 6.5 2.15E-02  33.37%
2028 10394802  5730507CO01Rik 0.3 1.3 6.8 2.16E-02  33.43%
2029 10545910  Pcyoxl -0.2 0.8 9.8 2.16E-02  33.43%
2030 10601235  Ogt -0.3 0.8 11.1 2.16E-02  33.52%
2031 10402519  Atg2b -0.3 0.8 8.5 2.16E-02  33.52%
2032 10548857  Hist4h4 0.2 1.2 9.0 2.17E-02  33.55%
2033 10339655 -0.9 0.5 6.4 2.17E-02  33.59%
2034 10342553 0.4 1.3 8.8 2.17E-02  33.64%
2035 10458804 0.2 1.2 6.6 2.18E-02  33.66%
2036 10596377 0.2 1.1 8.9 2.18E-02  33.66%
2037 10456972 0.2 1.2 5.0 2.19E-02  33.80%
2038 10342195 -0.5 0.7 3.2 2.19E-02  33.81%
2039 10339740 -0.3 0.8 9.7 2.19E-02  33.82%
2040 10341939 -0.2 0.9 8.6 2.19E-02  33.82%
2041 10347748  Acsl3 -0.5 0.7 8.7 2.20E-02  33.87%
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2042 10478884  Snail 0.2 1.1 7.5 2.20E-02  33.87%
2043 10604633  Cxxla 0.3 1.2 7.8 2.20E-02  33.87%
2044 10364489  Fgf22 0.2 1.2 7.2 2.20E-02  33.87%
2045 10448136 -0.3 0.8 3.1 2.20E-02  33.87%
2046 10341995 0.2 1.1 12.9 2.20E-02  33.87%
2047 10585377 0.3 1.3 6.6 2.21E-02  33.92%
2048 10481827  Zbtb34 -0.2 0.9 7.6 2.21E-02  33.93%
2049 10473118 Ube2e3 -0.3 0.8 8.8 2.21E-02  33.94%
2050 10373027  Tspan3l 0.2 1.1 11.3 2.21E-02  33.95%
2051 10567838  Spnsl -0.1 0.9 8.1 2.21E-02  33.95%
2052 10550650  Erccl 0.2 1.1 8.0 2.22E-02  33.98%
2053 10578408  Adam26b 0.3 1.2 3.2 2.22E-02  33.98%
2054 10379689  Tafl5 -0.2 0.9 9.6 2.22E-02  33.98%
2055 10360235  Casql -0.3 0.8 6.1 2.22E-02  33.99%
2056 10500157  Setdbl -0.2 0.9 8.4 2.22E-02  34.00%
2057 10338972 -0.3 0.8 9.7 2.22E-02  34.00%
2058 10373157  Mars 0.3 1.2 8.6 2.22E-02  34.00%
2059 10437160  Ets2 -0.2 0.8 10.2 2.23E-02  34.07%
2060 10421172  Sic25a37 -0.4 0.8 9.7 2.23E-02  34.07%
2061 10429560  Ly6i 0.2 1.2 4.7 2.23E-02  34.07%
2062 10608659  Klra22 -0.2 0.9 2.8 2.23E-02  34.07%
2063 10476814  Insml 0.2 1.1 7.4 2.24E-02  34.10%
2064 10440002  Gpri28 -0.1 0.9 12.6 2.24E-02  34.10%
2065 10598032 0.5 1.4 10.0 2.24E-02  34.10%
2066 10338394 -0.2 0.9 10.7 2.24E-02  34.10%
2067 10526250  Abhdll 0.2 1.1 9.5 2.24E-02  34.10%
2068 10368343  Argl 0.6 1.5 5.8 2.24E-02  34.10%
2069 10550833  Zfpl180 -0.2 0.8 8.5 2.25E-02  34.15%
2070 10465742  Gm5631 0.5 1.5 3.8 2.25E-02  34.15%
2071 10437040  Chaflb 0.2 1.1 8.0 2.25E-02  34.15%
2072 10514374  Gm7388 0.3 1.2 4.7 2.25E-02  34.15%
2073 10338283 0.3 1.2 10.0 2.25E-02  34.15%
2074 10408935 -0.4 0.7 93 2.25E-02  34.16%
2075 10545190 1.1 2.1 9.4 2.25E-02  34.16%
2076 10566516  Rrp8 0.2 1.2 8.7 2.26E-02  34.23%
2077 10535389  Rnf216 -0.2 0.9 8.5 2.26E-02  34.23%
2078 10341491 -0.3 0.8 8.6 2.26E-02  34.23%
2079 10458340  Hbegf 0.5 1.4 9.3 2.26E-02  34.23%
2080 10590060  Crdspl -0.2 0.8 8.7 2.26E-02  34.23%
2081 10453461  Fbxoll -0.3 0.8 9.2 2.27E-02  34.29%
2082 10557655 -0.2 0.9 10.0 2.27E-02  34.29%
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2083 10441917 0.2 1.2 6.9 2.27E-02  34.30%
2084 10473180  Ppplric -0.2 0.9 5.5 2.27E-02  34.31%
2085 10549582  Tsen34 0.2 1.1 9.1 2.28E-02  34.31%
2086 10439936  Nfkbiz -0.3 0.8 9.1 2.28E-02  34.31%
2087 10428353  Lrpl2 -0.5 0.7 8.5 2.28E-02  34.31%
2088 10520782  Zfp5i2 -0.2 0.9 7.8 2.28E-02  34.38%
2089 10450819  Znrdl 0.2 1.2 8.4 2.28E-02  34.38%
2090 10338333 0.6 1.5 7.3 2.28E-02  34.38%
2091 10523468  Bmp2k -0.3 0.8 9.6 2.29E-02  34.40%
2092 10507976  Yrdc 0.2 1.2 7.0 2.29E-02  34.40%
2093 10342791 -0.7 0.6 4.4 2.29E-02  34.40%
2094 10358399  Rgsl3 -1.5 0.3 6.1 2.29E-02 34.41%
2095 10360858  C130074G19Rik -0.2 0.9 8.2 2.29E-02  34.41%
2096 10400559 -0.3 0.8 6.2 2.29E-02  34.42%
2097 10342127 0.4 1.3 7.2 2.30E-02  34.44%
2098 10342555 0.4 1.3 8.0 2.30E-02  34.44%
2099 10588091 Cep70 -0.4 0.8 7.3 2.30E-02  34.44%
2100 10425024  1110038F14Rik 0.3 1.2 8.4 2.30E-02  34.44%
2101 10338977 -0.3 0.8 9.1 2.30E-02  34.44%
2102 10567297  Itpripl2 -0.5 0.7 8.4 2.30E-02  34.44%
2103 10471360  Golga? -0.2 0.9 8.3 2.30E-02  34.46%
2104 10554814  Prss23 0.3 1.3 6.9 2.31E-02  34.50%
2105 10545184 0.6 1.6 11.7 2.31E-02  34.52%
2106 10344160 0.2 1.2 10.9 2.31E-02  34.55%
2107 10397786  Kif4b 0.2 1.2 5.1 2.32E-02  34.57%
2108 10534596  Cuxl -0.3 0.8 8.4 2.32E-02  34.57%
2109 10505996  Fggy 0.2 1.2 6.2 2.32E-02  34.63%
2110 10571849  Fbxo8 -0.3 0.8 10.3 2.32E-02  34.63%
2111 10494924  Trim33 -0.3 0.8 8.8 2.32E-02  34.63%
2112 10538791 Tnip3 -0.2 0.9 5.0 2.33E-02  34.66%
2113 10449315  2900010M23Rik 0.3 1.2 10.1 2.33E-02  34.66%
2114 10361807  Hivep?2 -0.4 0.7 8.3 2.33E-02  34.66%
2115 10523175  Ereg 0.6 1.5 7.1 2.33E-02  34.66%
2116 10523893  Rpl5 -0.2 0.9 11.7 2.33E-02  34.66%
2117 10536061  Zfpl4l -0.3 0.8 7.9 2.33E-02  34.66%
2118 10455602  DmxllI -0.2 0.9 10.4 2.34E-02  34.69%
2119 10339271 0.3 1.2 7.5 2.34E-02  34.72%
2120 10581645  Marveld3 0.2 1.1 9.1 2.35E-02  34.81%
2121 10592406  OIfr952 0.3 1.2 3.8 2.35E-02  34.81%
2122 10341583 -0.7 0.6 5.1 2.35E-02  34.81%
2123 10343081 0.2 1.1 9.5 2.36E-02  34.90%

Page 52 of 85



Rank Affymetrix Gene Symbol Log, Fold Log, Avg FI  Unadjusted P- FDR
Probe ID Fold Change Value
Change

2124 10446166  Ndufall 0.2 1.1 9.6 2.36E-02  34.92%
2125 10339299 -0.5 0.7 7.8 2.36E-02  34.92%
2126 10346551 Cflar -0.2 0.9 8.8 2.36E-02  34.94%
2127 10580282  Junb -0.2 0.9 8.3 2.36E-02  34.96%
2128 10448094  Lnpep -0.2 0.8 10.1 2.36E-02  34.96%
2129 10479833  Optn -0.2 0.9 10.5 2.37E-02  34.96%
2130 10538307 0.3 1.2 5.2 2.37E-02  34.99%
2131 10338601 -0.3 0.8 9.5 2.37E-02  34.99%
2132 10342045 -0.6 0.6 5.6 2.37E-02  35.00%
2133 10349249  Claspl -0.2 0.9 8.9 2.37E-02  35.00%
2134 10407445  Akrici2 -0.7 0.6 8.9 2.38E-02  35.01%
2135 10436941  Mrps6 0.2 1.2 9.0 2.38E-02 35.01%
2136 10358617  Hmcnl -0.3 0.8 6.1 2.38E-02  35.01%
2137 10339130 -0.5 0.7 4.9 2.38E-02  35.02%
2138 10457380 0.3 1.2 7.2 2.38E-02  35.02%
2139 10530225  Pds5a -0.2 0.9 10.9 2.38E-02  35.07%
2140 10547697  1700013D24Rik 0.2 1.2 6.0 2.39E-02  35.10%
2141 10454414  Pik3c3 -0.3 0.8 7.9 2.39E-02  35.10%
2142 10439660  Gm609 -0.3 0.8 7.8 2.39E-02  35.10%
2143 10580905  Cnotl -0.1 0.9 11.0 2.39E-02  35.10%
2144 10352416  Capné -0.2 0.9 7.0 2.39E-02  35.10%
2145 10520982  Depdcs -0.2 0.9 8.0 2.39E-02  35.10%
2146 10460251 1700055N04Rik 0.6 1.5 4.9 2.39E-02  35.10%
2147 10340251 -0.3 0.8 6.2 2.40E-02  35.13%
2148 10389680  Msi2 -0.2 0.9 9.1 2.40E-02  35.16%
2149 10419790  Jub 0.2 1.1 6.1 2.40E-02  35.18%
2150 10453887  Cablesl -0.4 0.8 7.8 2.41E-02  35.25%
2151 10544689  4921507P07Rik -0.2 0.9 6.1 241E-02  35.25%
2152 10589076  Sic25a20 0.3 1.2 9.7 2.41E-02  35.25%
2153 10339827 -0.5 0.7 5.1 241E-02  35.25%
2154 10599335  Mectsl -0.3 0.8 7.5 2.41E-02  35.25%
2155 10350614  1190005F20Rik -0.2 0.9 9.5 2.42E-02  35.25%
2156 10402325  Asb2 0.4 1.3 8.8 2.42E-02  35.26%
2157 10557587  Zfp771 0.2 1.1 7.9 2.42E-02  35.26%
2158 10339885 -0.2 0.9 9.8 2.42E-02  35.32%
2159 10448064  Prdm9 -0.3 0.8 7.3 2.43E-02  35.32%
2160 10409779  4921517D22Rik 0.2 1.2 5.9 2.43E-02  35.32%
2161 10343117 0.5 1.5 6.0 2.43E-02  35.32%
2162 10519488  Tubb2c 0.2 1.2 10.8 2.43E-02  35.39%
2163 10579219  Ddx49 0.2 1.2 8.4 2.43E-02  3541%
2164 10488424 -0.2 0.9 3.8 2.44E-02  3541%
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2165 10399691  I1d2 -0.4 0.8 11.1 2.44E-02  3541%
2166 10373751  8430429K09Rik -0.2 0.9 5.3 2.44E-02  35.41%
2167 10338576 0.5 1.4 6.4 2.44E-02  35.45%
2168 10397081  Rbm25 -0.3 0.8 8.6 2.44E-02  35.45%
2169 10439788 -0.5 0.7 6.7 2.44E-02  35.45%
2170 10437364  Adcy9 -0.1 0.9 8.0 2.45E-02  35.47%
2171 10382890  Seci4ll -0.3 0.8 9.4 2.45E-02  35.51%
2172 10374621  Ahsa?2 -0.2 0.9 9.6 2.45E-02  35.51%
2173 10497343 -0.1 0.9 8.9 2.46E-02  35.51%
2174 10584358  OIfr877 0.3 1.2 3.8 2.46E-02 35.51%
2175 10343768 -0.5 0.7 6.0 2.46E-02  35.51%
2176 10480379  Mrps5 0.3 1.2 9.7 2.46E-02 35.51%
2177 10582918 1.1 2.2 5.2 2.46E-02  35.57%
2178 10413993  Gm626 0.3 1.2 5.0 2.46E-02  35.57%
2179 10351623  Fllir -0.2 0.9 11.1 2.46E-02  35.57%
2180 10347277  Igfbp2 0.3 1.2 6.6 247E-02  35.57%
2181 10338779 -0.2 0.9 9.3 2.47E-02  35.57%
2182 10545897  Duspll -0.2 0.9 10.1 247E-02  35.57%
2183 10531488  Ccni -0.2 0.9 10.4 2.47E-02  35.57%
2184 10406598  Serincs -0.2 0.8 9.3 247E-02  35.57%
2185 10370632  Rnfi26 0.2 1.2 9.8 2.47E-02  35.59%
2186 10378855 -0.3 0.8 6.3 247E-02  35.59%
2187 10504419  5430416009Rik -0.2 0.9 5.5 2.48E-02  35.60%
2188 10384555  Aftph -0.2 0.9 9.8 2.48E-02  35.61%
2189 10341088 0.8 1.8 4.6 2.48E-02  35.62%
2190 10342091 -0.5 0.7 7.5 2.48E-02  35.63%
2191 10532472  Ulkl -0.2 0.9 8.0 2.48E-02  35.63%
2192 10341191 -0.5 0.7 5.7 2.49E-02  35.66%
2193 10425012  Zfp7 -0.2 0.9 7.1 2.49E-02  35.66%
2194 10416777  KIf5 -0.2 0.9 11.7 2.49E-02  35.66%
2195 10380761  Socs7 -0.2 0.9 7.4 2.49E-02  35.66%
2196 10341468 -0.5 0.7 5.8 2.50E-02  35.72%
2197 10340319 -0.3 0.8 93 2.50E-02  35.72%
2198 10501593  Sic30a7 0.2 1.2 9.7 2.50E-02  35.72%
2199 10373709  Eif4enifl -0.1 0.9 8.4 2.50E-02  35.77%
2200 10345357  Imp4 0.3 1.2 9.8 2.50E-02  35.78%
2201 10521038  SicSal -0.2 0.9 12.9 2.50E-02  35.78%
2202 10358619  Hmcnl -0.3 0.8 6.7 2.51E-02  35.80%
2203 10343122 0.4 1.3 8.4 2.51E-02  35.80%
2204 10508697  Srsf4 -0.2 0.9 9.8 2.51E-02  35.82%
2205 10532989  Gatc 0.1 1.1 9.6 2.52E-02  35.85%
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2206 10419744  Oxall 0.3 1.2 11.6 2.52E-02  35.85%
2207 10343419 0.2 1.2 7.4 2.52E-02  35.85%
2208 10585509  Fbxo22 -0.2 0.9 10.1 2.52E-02  35.85%
2209 10418927  Bmprla -0.2 0.9 10.3 2.52E-02  35.85%
2210 10376839  Ttcl9 -0.2 0.9 9.1 2.52E-02  35.85%
2211 10338927 0.4 1.3 6.6 2.52E-02  35.85%
2212 10354019  2010300C02Rik -0.2 0.9 8.2 2.53E-02  35.85%
2213 10341742 0.3 1.3 7.1 2.53E-02  35.85%
2214 10386427  Flcn -0.2 0.9 7.7 2.53E-02  35.85%
2215 10389062  1700071K01Rik 0.2 1.1 7.5 2.53E-02  35.85%
2216 10581061 Cmtm4 -0.2 0.9 9.2 2.53E-02  35.85%
2217 10577226  2610019F03Rik 0.3 1.2 6.0 2.53E-02  35.85%
2218 10437330 -0.2 0.9 7.9 2.53E-02  35.85%
2219 10363368  Timm23 0.2 1.1 11.2 2.53E-02  35.85%
2220 10339636 -0.8 0.6 4.7 2.53E-02  35.85%
2221 10390196  B4galnt2 -0.2 0.9 12.5 2.53E-02  35.85%
2222 10343447 -0.2 0.9 11.9 2.53E-02  35.85%
2223 10356876 0.2 1.2 3.1 2.54E-02  35.92%
2224 10482301  Scai -0.2 0.9 7.2 2.54E-02  35.94%
2225 10474870  Rpusd?2 0.2 1.2 7.2 2.54E-02  35.94%
2226 10584977  Sik3 -0.2 0.9 8.5 2.54E-02  35.94%
2227 10596796  Rbmo6 -0.2 0.9 9.0 2.54E-02  35.94%
2228 10500333  Hist2h4 0.2 1.1 11.0 2.55E-02  35.94%
2229 10593776  Nrg4 -0.7 0.6 6.6 2.55E-02  35.94%
2230 10505705  Sh3gl2 -0.3 0.8 9.0 2.55E-02  35.95%
2231 10583825  Zfp809 -0.2 0.9 8.9 2.55E-02  35.95%
2232 10482172  Zbth26 -0.2 0.9 7.8 2.55E-02  35.95%
2233 10344482 -0.6 0.6 34 2.55E-02  35.95%
2234 10339926 -0.3 0.8 7.4 2.55E-02  35.95%
2235 10396606  Syne2 -0.2 0.9 8.7 2.55E-02  35.95%
2236 10605811  Famli23b -0.2 0.9 7.6 2.56E-02  35.97%
2237 10471419  Naifl -0.2 0.9 7.2 2.56E-02  35.97%
2238 10492045  Hnrnpa3 -0.4 0.8 12.0 2.56E-02  35.97%
2239 10463254  DI9Ertd386e -0.2 0.9 7.4 2.56E-02  35.97%
2240 10556350  Usp47 -0.2 0.9 9.7 2.56E-02  35.98%
2241 10574137  NlrcS 0.3 1.3 7.5 2.56E-02  35.98%
2242 10342052 0.2 1.2 10.0 2.57E-02  35.98%
2243 10529875  Ldb2 -0.3 0.8 7.7 2.57E-02  35.98%
2244 10401320  Adam4 -0.3 0.8 7.4 2.57E-02  35.98%
2245 10430739  Dnajb7 -0.3 0.8 5.2 2.57E-02  35.98%
2246 10389606  Prril -0.3 0.8 8.3 2.57E-02  35.98%
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2247 10583314  Tafld 0.2 1.2 10.8 2.57E-02  35.98%
2248 10342870 0.9 1.9 9.5 2.57E-02  35.98%
2249 10419596  Zfp219 -0.1 0.9 7.9 2.57E-02  35.98%
2250 10603659  Medl4 -0.1 0.9 10.2 2.58E-02  36.05%
2251 10404649  Dsp -0.3 0.8 11.0 2.58E-02  36.05%
2252 10393751 -0.4 0.8 8.1 2.58E-02  36.05%
2253 10492396 Vmn2rl 0.2 1.1 4.5 2.58E-02  36.05%
2254 10404284  Pri3d3 0.3 1.2 3.6 2.59E-02  36.08%
2255 10428998  Asapl -0.4 0.8 8.6 2.59E-02  36.08%
2256 10488575  Psmfl 0.2 1.1 9.0 2.59E-02  36.08%
2257 10564869  Cibl 0.2 1.1 10.6 2.59E-02  36.09%
2258 10537318  Trim24 -0.2 0.9 8.2 2.59E-02  36.11%
2259 10483215  Scn3a -0.1 0.9 5.9 2.59E-02  36.11%
2260 10578423  Gm9908 -0.2 0.9 7.8 2.60E-02  36.15%
2261 10339798 -0.5 0.7 6.6 2.60E-02  36.15%
2262 10416899  Ndfip2 -0.2 0.9 11.2 2.60E-02  36.15%
2263 10344316 -0.4 0.8 7.6 2.60E-02  36.15%
2264 10556165  Olfr513 0.2 1.1 5.4 2.61E-02 36.20%
2265 10459296  Fbxo38 -0.2 0.9 9.3 2.61E-02  36.22%
2266 10454651 0.2 1.2 8.0 2.61E-02 36.22%
2267 10381474  Arl4d -0.3 0.8 7.2 2.61E-02  36.25%
2268 10519713 -0.4 0.8 7.3 2.62E-02  36.27%
2269 10500069  PipSkla -0.2 0.9 8.4 2.62E-02  36.36%
2270 10366026  Poclb -0.2 0.9 9.0 2.63E-02  36.42%
2271 10393620  Cbhx4 0.2 1.2 8.5 2.63E-02  36.43%
2272 10490653  Gmeb?2 -0.2 0.9 8.6 2.63E-02  36.45%
2273 10347970  Cab39 -0.2 0.9 11.0 2.64E-02  36.47%
2274 10339572 0.4 1.3 6.8 2.64E-02  36.47%
2275 10338706 0.5 1.4 7.4 2.64E-02  36.47%
2276 10345442  Hso6stl -0.2 0.9 8.5 2.64E-02  36.47%
2277 10599032 Wdr44 -0.3 0.8 8.4 2.64E-02  36.47%
2278 10384737  Papolg -0.3 0.8 8.5 2.64E-02  36.47%
2279 10441956  Famli20b -0.2 0.9 8.5 2.64E-02  36.47%
2280 10463277  Nkx2-3 0.2 1.1 7.5 2.64E-02  36.47%
2281 10341402 -0.5 0.7 8.3 2.65E-02  36.48%
2282 10529260  C330019GO7Rik -0.2 0.9 9.1 2.65E-02  36.49%
2283 10339666 0.3 1.2 8.9 2.65E-02  36.49%
2284 10575102  Cirhla 0.3 1.2 8.8 2.65E-02  36.51%
2285 10346695  Nbeall -0.3 0.8 9.5 2.65E-02  36.51%
2286 10555791 Olfr606 0.2 1.2 4.3 2.66E-02  36.51%
2287 10338383 -0.3 0.8 7.8 2.66E-02  36.51%
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2288 10477147 HI3 0.2 1.1 10.7 2.66E-02  36.51%
2289 10374727  Bcllla -0.2 0.9 8.4 2.66E-02 36.51%
2290 10538526  Avi9 -0.2 0.9 9.6 2.66E-02  36.51%
2291 10339910 0.3 1.3 4.3 2.66E-02  36.56%
2292 10502575  Clca4 -0.2 0.9 12.2 2.66E-02  36.57%
2293 10425628 0.2 1.1 8.0 2.67E-02  36.57%
2294 10362633  Rev3l -0.2 0.8 8.8 2.67E-02  36.57%
2295 10510908 0.2 1.1 7.8 2.67E-02  36.57%
2296 10478718  Ncoa3 -0.2 0.9 9.0 2.67E-02  36.57%
2297 10342640 -0.6 0.7 34 2.68E-02  36.67%
2298 10534684  Muc3 -0.6 0.6 12.2 2.68E-02  36.67%
2299 10367671 0.3 1.2 7.0 2.68E-02  36.67%
2300 10478077  Ralgapb -0.1 0.9 9.7 2.68E-02  36.67%
2301 10535413 0.2 1.2 8.1 2.68E-02  36.67%
2302 10460157  Cptla -0.2 0.8 10.2 2.68E-02  36.67%
2303 10549497  Famo60a -0.2 0.9 9.8 2.69E-02  36.67%
2304 10482137 0.2 1.1 3.9 2.69E-02  36.67%
2305 10560408  Psgl7 0.3 1.2 4.2 2.69E-02  36.67%
2306 10461814  Olfri480 0.2 1.1 3.8 2.69E-02  36.67%
2307 10483178  Coblll -0.2 0.9 8.8 2.69E-02  36.67%
2308 10598848  Phfl6 -0.2 0.9 8.0 2.69E-02  36.68%
2309 10343552 -0.5 0.7 9.3 2.70E-02  36.73%
2310 10465861  Incenp -0.2 0.9 8.0 2.70E-02  36.73%
2311 10342280 -0.4 0.7 6.5 2.70E-02  36.73%
2312 10531261  Rassf6 -0.3 0.8 8.3 2.70E-02  36.73%
2313 10605386  4930428E23Rik -0.4 0.8 5.5 2.71E-02  36.78%
2314 10368083  Ccdc28a -0.2 0.9 7.9 2.71E-02  36.78%
2315 10572928  Rasd? -0.2 0.8 6.9 2.71E-02  36.78%
2316 10581222  Fhodl -0.2 0.9 7.5 2.71E-02  36.78%
2317 10451953  Lrgl 0.4 1.3 6.4 2.71E-02  36.78%
2318 10401454  Entpd5 -0.4 0.8 10.2 2.71E-02  36.78%
2319 10341262 -0.3 0.8 8.2 2.71E-02  36.78%
2320 10600593  Hnrnpa3 -0.3 0.8 11.7 2.71E-02  36.78%
2321 10343280 -0.2 0.9 9.1 2.71E-02  36.78%
2322 10451641  9830107B12Rik 0.3 1.2 4.6 2.72E-02  36.78%
2323 10342499 0.3 1.2 10.5 2.72E-02  36.80%
2324 10373143  Mbd6 -0.3 0.8 8.8 2.72E-02  36.80%
2325 10540676  Jagnl 0.2 1.1 9.2 2.73E-02  36.83%
2326 10531256 -0.3 0.8 8.2 2.73E-02  36.83%
2327 10476106  Snord57 0.3 1.3 11.9 2.73E-02  36.83%
2328 10446334  Glccil -0.2 0.8 9.5 2.73E-02  36.83%
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2329 10341289 0.3 1.3 9.4 2.73E-02  36.83%
2330 10367122  BazZa -0.2 0.9 9.8 2.73E-02  36.83%
2331 10604889  Mir201 0.1 1.1 2.9 2.73E-02  36.83%
2332 10440770  Scaf4 -0.2 0.9 9.2 2.73E-02  36.83%
2333 10429885  Sharpin 0.2 1.1 9.8 2.74E-02  36.88%
2334 10461820  Olfri489 0.3 1.2 3.6 2.74E-02  36.92%
2335 10363845  Ccdc6 -0.2 0.9 9.3 2.74E-02  36.92%
2336 10341095 -0.4 0.7 10.0 2.74E-02  36.92%
2337 10577492  Nek3 -0.5 0.7 8.2 2.75E-02  36.94%
2338 10566514  Mrps36 0.3 1.2 8.3 2.75E-02  36.94%
2339 10466239  Oospl 0.2 1.2 5.2 2.75E-02  36.94%
2340 10392261  Smurf2 -0.2 0.9 9.8 2.75E-02  36.94%
2341 10608033  Gm6026 -0.2 0.9 5.6 2.75E-02  36.94%
2342 10608196  Gm6026 -0.2 0.9 5.6 2.75E-02  36.94%
2343 10339275 -0.3 0.8 7.8 2.75E-02  36.94%
2344 10551173  Exoscs 0.2 1.1 7.7 2.75E-02  36.95%
2345 10603099  Figf -0.3 0.8 7.0 2.76E-02  36.97%
2346 10343130 -0.6 0.7 5.3 2.76E-02  36.97%
2347 10598118 Vmn2ri22 0.1 1.1 33 2.76E-02  36.97%
2348 10376596  4933439F18Rik -0.2 0.9 9.5 2.76E-02  36.99%
2349 10343983 -0.4 0.7 6.8 2.76E-02  36.99%
2350 10387668  Tnkl -0.3 0.8 8.6 2.77TE-02  36.99%
2351 10431210 Wnt7b 0.2 1.1 6.5 2.77E-02  36.99%
2352 10338280 0.5 1.5 10.3 2.77TE-02  36.99%
2353 10384656  B3gnt2 -0.3 0.8 8.3 2.77E-02  37.03%
2354 10563820  Svip -0.2 0.9 9.3 2.77TE-02  37.07%
2355 10447130  Pkdcc -0.2 0.9 7.4 2.78E-02  37.07%
2356 10567103  Rpl5 -0.2 0.9 11.6 2.78E-02  37.07%
2357 10482030  Stom 0.5 1.4 10.1 2.78E-02  37.07%
2358 10367746  Sashl -0.3 0.8 8.2 2.78E-02  37.07%
2359 10549442 0.2 1.1 4.1 2.78E-02  37.10%
2360 10344815 Csppl -0.3 0.8 8.4 2.79E-02  37.12%
2361 10560381  Psg27 0.2 1.2 4.0 2.79E-02  37.12%
2362 10526656  Lrch4 -0.2 0.9 8.5 2.79E-02  37.12%
2363 10340174 0.3 1.2 8.8 2.79E-02  37.12%
2364 10477815  Phf20 -0.3 0.8 8.0 2.79E-02  37.12%
2365 10514441 Mysml -0.2 0.8 8.5 2.79E-02  37.14%
2366 10503410  Tmemo64 -0.2 0.9 8.4 2.80E-02  37.14%
2367 10340843 0.3 1.2 11.0 2.80E-02  37.14%
2368 10339693 -0.3 0.8 6.4 2.80E-02  37.14%
2369 10501091  Rbmli5 -0.1 0.9 8.5 2.80E-02  37.14%
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2370 10535931  Zarll 0.2 1.1 5.0 2.80E-02  37.14%
2371 10424691  Lyof 0.3 1.2 5.4 2.80E-02  37.14%
2372 10380341  Spag9 -0.2 0.8 9.4 2.81E-02  37.21%
2373 10460072  Cndpl -0.4 0.8 8.4 2.81E-02 37.21%
2374 10400141  Zbed4 -0.2 0.9 7.5 2.81E-02  37.21%
2375 10605753  4932442L0SRik 0.2 1.1 4.2 2.81E-02  37.23%
2376 10526145  0610007L01Rik 0.2 1.2 10.0 2.81E-02  37.24%
2377 10441987  Chdl -0.2 0.9 9.5 2.81E-02  37.24%
2378 10604799  Atplic -0.3 0.8 9.0 2.82E-02  37.30%
2379 10370174  Ybey 0.2 1.1 6.7 2.82E-02  37.33%
2380 10340053 -0.3 0.8 7.8 2.82E-02  37.33%
2381 10505630  Snapc3 -0.2 0.9 10.1 2.83E-02 37.33%
2382 10566707  Olfr519 0.2 1.1 4.3 2.83E-02  37.33%
2383 10377982  Kiflc -0.2 0.9 7.8 2.83E-02  37.34%
2384 10608676  L2hgdh -0.5 0.7 8.4 2.83E-02  37.35%
2385 10358589  Hmcnl -0.2 0.9 7.5 2.83E-02 37.35%
2386 10353272  Stau? -0.2 0.9 8.6 2.84E-02  37.37%
2387 10517703 -0.3 0.8 7.2 2.84E-02  37.37%
2388 10449815  Brd4 -0.2 0.9 8.9 2.84E-02  37.37%
2389 10463410 Faml78a -0.3 0.8 7.6 2.84E-02  37.37%
2390 10341709 -0.7 0.6 5.2 2.84E-02  37.37%
2391 10598075 1.3 2.5 9.3 2.84E-02  37.37%
2392 10486595  Ttbk2 -0.2 0.9 7.9 2.84E-02  37.37%
2393 10499045  Trim2 -0.2 0.9 9.1 2.84E-02  37.37%
2394 10507238  Lrrc4l 0.2 1.1 9.1 2.85E-02  37.42%
2395 10556764  Ppplcc -0.1 0.9 11.9 2.85E-02  37.42%
2396 10385616  Rufyl -0.1 0.9 8.6 2.85E-02  37.42%
2397 10445531  Zfp318 -0.3 0.8 7.2 2.85E-02  37.42%
2398 10440178  Olfr204 0.1 1.1 3.6 2.85E-02  37.42%
2399 10550593  Six5 0.2 1.1 6.9 2.85E-02  37.42%
2400 10477581  Rpl5 -0.2 0.9 11.5 2.86E-02  37.42%
2401 10578189 -0.2 0.9 7.2 2.86E-02  37.47%
2402 10434782 Lpp 0.1 1.1 9.7 2.86E-02  37.51%
2403 10506454  C8b 0.2 1.2 5.9 2.87E-02  37.52%
2404 10479794  Prpfl8 -0.2 0.9 8.8 2.87E-02  37.52%
2405 10509014  D4Wsus3e -0.2 0.9 10.9 2.87E-02  37.52%
2406 10338896 -0.4 0.8 5.2 2.87E-02  37.52%
2407 10414950  Gm5770 -0.4 0.8 4.8 2.87E-02  37.55%
2408 10532865  Git2 -0.2 0.9 8.4 2.87E-02  37.55%
2409 10338345 -0.7 0.6 7.3 2.88E-02  37.56%
2410 10598079 0.9 1.9 6.3 2.88E-02  37.60%
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2411 10436865  Ifngr2 -0.2 0.9 12.4 2.88E-02  37.60%
2412 10574145  Nircs 0.4 1.3 6.7 2.89E-02  37.63%
2413 10393449  Socs3 0.3 1.2 8.1 2.89E-02  37.65%
2414 10545576  Mrpll9 0.2 1.2 8.8 2.89E-02  37.65%
2415 10555787  OIfr599 0.2 1.2 4.5 2.89E-02  37.65%
2416 10366767  Ctdsp2 -0.2 0.9 8.3 2.89E-02  37.65%
2417 10339241 -0.4 0.8 8.1 2.89E-02  37.65%
2418 10590004  Golga4 -0.2 0.8 9.1 2.90E-02 37.65%
2419 10425364  Atf4 -0.2 0.9 9.0 2.90E-02  37.65%
2420 10554063  Adamtsl7 -0.2 0.9 6.4 2.90E-02 37.65%
2421 10355227  1110028CI15Rik -0.4 0.8 6.8 2.90E-02  37.65%
2422 10340786 0.5 1.4 6.0 2.90E-02 37.67%
2423 10421950  Dachl -0.2 0.9 7.9 2.90E-02  37.67%
2424 10579089  Zfp866 -0.2 0.9 7.6 291E-02 37.71%
2425 10520445  Dnajb6 -0.3 0.8 6.8 291E-02 37.71%
2426 10594549 0.2 1.2 5.8 291E-02 37.71%
2427 10601551 -0.2 0.9 8.4 291E-02 37.71%
2428 10361869  Nhsll -0.2 0.8 9.5 291E-02 37.71%
2429 10580519 0.3 1.2 8.4 291E-02 37.71%
2430 10429327  Eif2c2 -0.2 0.9 9.1 2.92E-02 37.71%
2431 10556158  Olfr508 0.3 1.2 4.6 2.92E-02  37.71%
2432 10366796  Mettl] 0.3 1.2 8.3 2.92E-02 37.71%
2433 10475987  Setd3 -0.2 0.9 8.9 2.92E-02  37.72%
2434 10448380  Tceb2 0.2 1.1 11.6 2.92E-02 37.76%
2435 10339430 0.3 1.3 8.2 2.92E-02  37.76%
2436 10536949  Fam40b 0.2 1.1 5.7 2.92E-02 37.77%
2437 10465740 0.2 1.2 4.5 2.93E-02  37.77%
2438 10530142 KIf3 0.2 1.2 7.2 2.93E-02 37.80%
2439 10551865  Alkbh6 0.2 1.2 9.5 2.94E-02  37.86%
2440 10340740 -0.5 0.7 6.9 2.94E-02 37.86%
2441 10473008  Hnrnpa3 -0.3 0.8 11.4 2.94E-02  37.89%
2442 10557481 Ypel3 -0.2 0.9 8.6 2.94E-02 37.92%
2443 10415052 Mmpl4 0.2 1.2 8.2 2.95E-02  38.01%
2444 10432540  Limal -0.1 0.9 10.5 2.95E-02 38.01%
2445 10343247 0.4 1.3 8.5 2.96E-02  38.02%
2446 10568017  Sixib -0.2 0.9 7.1 2.96E-02  38.08%
2447 10400740 -0.3 0.8 7.0 2.96E-02  38.09%
2448 10374406  Cnripl 0.1 1.1 6.6 2.96E-02  38.10%
2449 10344260 -0.4 0.8 7.1 2.97E-02  38.10%
2450 10549473  Caprin2 -0.4 0.8 7.2 2.97E-02  38.14%
2451 10582123  Hsdll -0.2 0.9 7.1 2.97E-02  38.17%
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2452 10474207  Fbxo3 -0.2 0.9 9.6 2.98E-02  38.18%
2453 10456254  Nedd4l -0.2 0.9 10.4 2.98E-02 38.18%
2454 10522265  Slc30a9 -0.2 0.9 9.3 2.98E-02  38.22%
2455 10454198  Rnfl25 -0.4 0.8 9.5 2.98E-02  38.24%
2456 10404783  Ednl -0.2 0.9 6.6 2.99E-02  38.27%
2457 10453256  Kcng3 -0.3 0.8 6.2 2.99E-02 38.31%
2458 10416510  Nufipl 0.3 1.2 9.2 3.00E-02  38.33%
2459 10339749 -0.2 0.8 9.8 3.00E-02  38.34%
2460 10354897  Trak2 -0.2 0.9 9.1 3.00E-02  38.38%
2461 10408037  Nkapl -0.2 0.9 5.0 3.00E-02  38.38%
2462 10339765 0.5 1.4 10.5 3.00E-02  38.38%
2463 10605782 0.2 1.2 7.3 3.01E-02  38.39%
2464 10556938  EI130201HO2Rik 0.2 1.1 5.7 3.02E-02  38.49%
2465 10397201  Zfp410 -0.3 0.8 9.1 3.02E-02  38.49%
2466 10377245  Dhrs7c 0.2 1.2 6.0 3.02E-02  38.49%
2467 10418991 Gceapl4 -0.3 0.8 10.7 3.02E-02  38.50%
2468 10463343  Gml10768 -0.9 0.5 8.6 3.02E-02  38.51%
2469 10551410  Zfp60 -0.2 0.9 6.3 3.03E-02  38.55%
2470 10595805  Rasa?2 -0.2 0.8 9.1 3.03E-02 38.56%
2471 10342050 0.3 1.2 7.0 3.03E-02  38.58%
2472 10583759  Ccdcl59 0.2 1.2 6.1 3.04E-02  38.63%
2473 10573867  RbI2 -0.3 0.8 8.6 3.04E-02  38.63%
2474 10514789 0.2 1.2 6.4 3.04E-02  38.63%
2475 10457225  Map3k8 -0.2 0.9 7.1 3.04E-02  38.63%
2476 10414325  Cgrrfl -0.3 0.8 7.7 3.04E-02  38.63%
2477 10446771  Lclatl -0.2 0.9 11.2 3.04E-02  38.63%
2478 10457038 -0.2 0.9 7.7 3.04E-02  38.63%
2479 10338254 -0.2 0.9 8.5 3.04E-02  38.63%
2480 10565813  Snordl5a 0.5 1.4 7.2 3.05E-02  38.65%
2481 10345025  lars 0.2 1.2 9.7 3.05E-02  38.65%
2482 10525210 -0.3 0.8 9.2 3.05E-02  38.68%
2483 10442736  BC003965 0.2 1.1 9.4 3.05E-02  38.68%
2484 10341645 -0.2 0.9 8.0 3.06E-02  38.69%
2485 10402179  Smekl -0.2 0.9 9.9 3.06E-02  38.69%
2486 10541845  Nop2 0.3 1.2 8.6 3.06E-02  38.74%
2487 10490551  Nkain4 0.2 1.2 7.3 3.06E-02  38.74%
2488 10547676 Vmn2r23 0.3 1.3 3.8 3.07E-02  38.74%
2489 10531034  Ugt2b34 -0.3 0.8 12.2 3.07E-02  38.74%
2490 10539592  Smyd5 0.3 1.2 7.7 3.07E-02  38.74%
2491 10468691  Abliml -0.2 0.9 8.7 3.07E-02  38.74%
2492 10457546  Osbplla -0.4 0.8 7.2 3.07E-02  38.74%
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2493 10473981  Ambral -0.2 0.9 8.9 3.07E-02  38.76%
2494 10547386  Adipor2 -0.4 0.8 11.2 3.08E-02  38.80%
2495 10364548 0.2 1.2 6.6 3.08E-02  38.82%
2496 10592023  Aplp2 -0.2 0.9 10.8 3.08E-02  38.84%
2497 10343369 0.5 1.4 3.9 3.08E-02  38.84%
2498 10410590  Exoc3 0.2 1.2 8.8 3.08E-02  38.84%
2499 10538887 1.4 2.6 7.8 3.09E-02  38.84%
2500 10421188  R3hccl 0.2 1.1 7.4 3.09E-02  38.84%
2501 10341705 0.2 1.2 10.7 3.09E-02  38.84%
2502 10349834  Pik3c2b -0.3 0.8 9.5 3.09E-02  38.85%
2503 10402378 0.2 1.2 5.0 3.09E-02  38.87%
2504 10534679  Trim56 -0.2 0.9 9.4 3.09E-02  38.87%
2505 10551282  Cyp2as 0.7 1.6 6.1 3.10E-02  38.88%
2506 10569958  Ccl25 -0.2 0.9 7.8 3.10E-02  38.88%
2507 10519693  Sema3d -0.3 0.8 5.8 3.10E-02  38.92%
2508 10345350 -0.2 0.9 6.5 3.10E-02  38.92%
2509 10495967  Tifa 0.7 1.6 9.5 3.11E-02  38.93%
2510 10541049  8-Mar -0.2 0.9 10.0 3.11E-02  38.93%
2511 10598073 1.1 2.2 10.7 3.11E-02  38.93%
2512 10341934 -0.3 0.8 7.8 3.11E-02  38.96%
2513 10366409  Zfc3hl -0.2 0.9 9.7 3.11E-02  38.96%
2514 10338498 -0.3 0.8 10.1 3.11E-02  38.96%
2515 10518585  Kiflb -0.1 0.9 9.2 3.11E-02  38.96%
2516 10385323  Mirl46 0.2 1.1 3.2 3.12E-02  38.96%
2517 10418879  Mapk8 -0.3 0.8 9.7 3.12E-02  38.96%
2518 10449971  Zfp763 -0.4 0.7 5.9 3.12E-02  38.96%
2519 10521383  Adralc 0.3 1.2 5.9 3.12E-02  39.01%
2520 10479510  Col20al -0.2 0.9 7.3 3.13E-02  39.02%
2521 10393222  Srp68 0.1 1.1 9.8 3.13E-02  39.02%
2522 10517263  Fam54b 0.2 1.1 9.2 3.13E-02  39.06%
2523 10498871 Tmem144 -0.5 0.7 9.1 3.14E-02  39.09%
2524 10351551  Adamts4 0.2 1.2 6.4 3.14E-02  39.14%
2525 10444439  Atf6b 0.2 1.1 8.6 3.14E-02  39.15%
2526 10415438  Mcpt2 0.7 1.6 7.7 3.14E-02  39.15%
2527 10566877  Sbf2 -0.1 0.9 9.5 3.15E-02  39.18%
2528 10605598  Mageb4 0.2 1.1 4.5 3.15E-02  39.21%
2529 10353533  Smapl -0.2 0.8 10.5 3.15E-02  39.21%
2530 10513208  Svepl -0.3 0.8 8.1 3.16E-02  39.23%
2531 10389308  Ggnbp?2 -0.2 0.9 10.4 3.16E-02  39.23%
2532 10442638  Mrps34 0.3 1.2 7.8 3.16E-02  39.23%
2533 10422164  Ednrb 0.5 1.4 8.7 3.16E-02  39.24%
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2534 10427816  Pdzd? -0.3 0.8 6.7 3.16E-02  39.24%
2535 10550840  Zfplli2 -0.2 0.8 5.6 3.16E-02  39.24%
2536 10445909  Kat2b -0.2 0.9 8.0 3.17E-02  39.28%
2537 10558265  Lhpp 0.2 1.2 9.2 3.17E-02  39.28%
2538 10343658 0.3 1.2 6.5 3.18E-02  39.39%
2539 10414009  Ptpn20 0.2 1.1 4.7 3.18E-02  39.42%
2540 10427083  Eif4b -0.1 0.9 10.8 3.19E-02  39.50%
2541 10496796  Ssx2ip -0.2 0.9 9.6 3.19E-02  39.50%
2542 10339224 -0.2 0.8 9.2 3.19E-02  39.50%
2543 10340171 -0.3 0.8 8.3 3.19E-02  39.50%
2544 10409294  Spticl 0.2 1.1 9.2 3.20E-02  39.50%
2545 10433047 -0.3 0.8 33 3.20E-02  39.50%
2546 10429295  Kcnk9 0.2 1.2 6.1 3.20E-02  39.50%
2547 10447141  Eml4 -0.2 0.9 10.1 3.20E-02  39.50%
2548 10373367 CoqlOa -0.2 0.9 8.8 3.20E-02  39.50%
2549 10578401  Zfp42 0.2 1.1 4.9 3.20E-02  39.50%
2550 10429081  Snrpc 0.2 1.1 8.9 3.20E-02  39.50%
2551 10571241  Purg -0.2 0.9 6.8 3.21E-02  39.53%
2552 10344182 -0.3 0.8 5.6 3.21E-02  39.53%
2553 10339583 -0.4 0.8 3.7 3.21E-02  39.54%
2554 10359078  Cep350 -0.2 0.9 8.6 3.21E-02  39.56%
2555 10469110  Usp6nl -0.2 0.9 9.3 3.22E-02  39.59%
2556 10603700 0.5 1.4 5.4 3.22E-02  39.62%
2557 10340063 -0.4 0.7 6.4 3.22E-02  39.62%
2558 10523255  Sthdl 0.2 1.1 53 3.22E-02  39.62%
2559 10341717 0.3 1.3 7.2 3.22E-02  39.62%
2560 10412038  Zswim6 -0.2 0.9 8.7 3.23E-02  39.62%
2561 10478847  1500012F01Rik -0.2 0.9 9.7 3.23E-02  39.62%
2562 10355069  Ino80d -0.2 0.9 93 3.23E-02  39.65%
2563 10500748  Tshb 0.3 1.2 4.7 3.23E-02  39.65%
2564 10451860  Potlb -0.3 0.8 7.5 3.23E-02  39.68%
2565 10342476 0.6 1.5 7.3 3.24E-02  39.68%
2566 10385842  Rad50 -0.3 0.8 8.6 3.24E-02  39.70%
2567 10341962 -0.4 0.8 8.3 3.24E-02  39.73%
2568 10488456 -0.3 0.8 6.2 3.25E-02  39.73%
2569 10427744  Rail4 -0.4 0.8 8.3 3.25E-02  39.73%
2570 10487021  Slc30a4 -0.4 0.8 10.0 3.25E-02  39.73%
2571 10471154  Assl 0.4 1.3 7.9 3.25E-02  39.73%
2572 10341375 -0.2 0.9 10.3 3.25E-02  39.73%
2573 10344256 -1.1 0.5 3.6 3.25E-02  39.74%
2574 10342205 -0.5 0.7 4.0 3.25E-02  39.74%
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2575 10515429  Snord55 0.3 1.2 8.3 3.25E-02  39.74%
2576 10344188 -0.4 0.8 7.2 3.26E-02  39.74%
2577 10342048 -0.3 0.8 8.9 3.26E-02  39.74%
2578 10578521  Snx25 -0.3 0.8 10.0 3.26E-02  39.74%
2579 10447100  Morn2 0.2 1.2 7.9 3.26E-02  39.74%
2580 10464999  Cst6 -0.2 0.9 8.3 3.26E-02  39.74%
2581 10523758  Lrrc8b -0.2 0.8 10.5 3.26E-02  39.77%
2582 10344772  6030422MO2Rik 0.2 1.1 4.9 3.27E-02  39.77%
2583 10517465 Kdmla -0.2 0.9 8.9 3.27E-02  39.77%
2584 10494428  Txnip -0.3 0.8 11.3 3.27E-02  39.78%
2585 10583441 Olfr872 -0.2 0.9 3.1 3.27E-02  39.80%
2586 10526654 -0.3 0.8 7.8 3.27E-02  39.80%
2587 10340799 -0.2 0.8 9.7 3.28E-02  39.80%
2588 10394366  Atad2b -0.3 0.8 9.4 3.28E-02  39.80%
2589 10399696  Rnfl44a 0.2 1.1 7.1 3.28E-02  39.80%
2590 10433996  Snap29 -0.2 0.9 9.3 3.28E-02  39.81%
2591 10537823  Olfri3 0.1 1.1 5.7 3.28E-02  39.81%
2592 10608249 -0.4 0.8 4.7 3.29E-02  39.81%
2593 10342700 -0.4 0.8 7.0 3.29E-02  39.81%
2594 10342792 -0.4 0.7 6.1 3.29E-02  39.81%
2595 10431894  Sic38a?2 -0.3 0.8 10.7 3.29E-02  39.81%
2596 10513256  Lparl -0.2 0.9 9.5 3.29E-02  39.81%
2597 10410644  Zfp72 -0.2 0.9 6.2 3.29E-02  39.81%
2598 10594631  Aphlb 0.3 1.2 7.7 3.29E-02  39.81%
2599 10586172 -0.3 0.8 6.8 3.29E-02  39.81%
2600 10339924 0.5 1.4 4.5 3.29E-02  39.81%
2601 10343287 -0.7 0.6 2.6 3.30E-02  39.81%
2602 10490775 0.2 1.1 4.4 3.30E-02  39.81%
2603 10378739  Ywhae -0.2 0.9 11.2 3.30E-02  39.81%
2604 10606217  Abcb7 -0.2 0.9 9.9 3.30E-02  39.81%
2605 10338363 -0.4 0.7 8.3 3.30E-02  39.81%
2606 10341857 -0.2 0.8 9.8 3.30E-02  39.81%
2607 10386236  Hist3h2bb-ps 0.2 1.1 6.9 3.31E-02  39.86%
2608 10344408 -0.6 0.7 6.7 3.31E-02  39.86%
2609 10340721 -0.2 0.9 9.1 3.31E-02  39.86%
2610 10341090 -0.6 0.6 8.1 3.31E-02  39.87%
2611 10436678  Gabpa -0.2 0.9 9.0 3.31E-02  39.88%
2612 10340624 0.5 1.4 4.7 3.31E-02  39.88%
2613 10341474 0.3 1.2 10.2 3.32E-02  39.90%
2614 10421970 -0.3 0.8 8.0 3.32E-02  39.90%
2615 10411595  Naip2? -0.3 0.8 9.5 3.32E-02  39.92%

Page 64 of 85



Rank Affymetrix Gene Symbol Log, Fold Log, Avg FI  Unadjusted P- FDR
Probe ID Fold Change Value
Change

2616 10418096  Dig5 -0.2 0.9 8.0 3.32E-02  39.92%
2617 10339186 -0.4 0.8 7.9 3.32E-02  39.92%
2618 10423919  4930555K19Rik -0.3 0.8 4.9 3.32E-02  39.92%
2619 10340606 -0.3 0.8 9.4 3.33E-02  39.92%
2620 10403948  Histlh2be 0.1 1.1 12.3 3.33E-02  39.92%
2621 10566810  Nrip3 -0.2 0.9 5.5 3.33E-02  39.92%
2622 10379190 Vin 1.0 2.0 6.9 3.33E-02  39.93%
2623 10497996  Ikzf5 -0.2 0.9 9.3 3.33E-02  39.94%
2624 10341150 -0.4 0.8 7.2 3.33E-02  39.94%
2625 10601099  Medl?2 -0.2 0.9 8.4 3.33E-02  39.94%
2626 10342136 -0.3 0.8 7.5 3.34E-02  39.96%
2627 10358545  Hmcnl -0.2 0.9 6.3 3.34E-02  39.96%
2628 10527694  B3galtl -0.2 0.9 8.8 3.34E-02  39.98%
2629 10340874 0.5 1.4 2.8 3.34E-02  39.98%
2630 10428955  Gsdmc2 -0.6 0.7 9.4 3.34E-02  39.98%
2631 10455942  A730017C20Rik -0.2 0.9 6.2 3.35E-02  40.02%
2632 10546454  Adamts9 0.2 1.2 7.2 3.35E-02  40.02%
2633 10511113  Cdkllb -0.2 0.8 9.0 3.35E-02  40.03%
2634 10457778  Gml0551 -0.3 0.8 7.6 3.35E-02  40.03%
2635 10341089 0.3 1.2 6.6 3.36E-02  40.10%
2636 10349065  Zcchce? -0.2 0.9 8.4 3.36E-02  40.10%
2637 10451665  Apobec? 0.1 1.1 6.7 3.36E-02  40.10%
2638 10342437 -0.5 0.7 4.9 3.36E-02  40.10%
2639 10466798 -0.4 0.8 8.0 3.36E-02  40.10%
2640 10500813  Hipkl -0.2 0.9 10.4 3.37E-02  40.11%
2641 10343906 -0.2 0.9 10.2 3.37E-02  40.11%
2642 10339453 -0.3 0.8 11.1 3.37E-02  40.11%
2643 10524844  Taok3 -0.1 0.9 8.9 3.37E-02  40.11%
2644 10481435  Ccbll -0.7 0.6 9.7 3.37E-02  40.11%
2645 10541711  Phb2 0.2 1.1 11.6 3.38E-02  40.11%
2646 10412719  Sympr 0.2 1.2 5.5 3.38E-02  40.11%
2647 10446423  5430411CI19Rik -0.2 0.8 6.6 3.38E-02  40.11%
2648 10343785 -0.4 0.8 9.1 3.38E-02  40.11%
2649 10338449 -0.7 0.6 5.8 3.38E-02  40.11%
2650 10436050  Dppa4 -0.5 0.7 6.2 3.38E-02 40.11%
2651 10342206 -0.4 0.8 6.4 3.38E-02  40.11%
2652 10594515 0.6 1.5 4.1 3.38E-02 40.11%
2653 10425016  Commd5 0.2 1.1 8.4 3.38E-02  40.11%
2654 10405853  Zfp369 -0.2 0.8 7.6 3.38E-02 40.11%
2655 10527886  PexI -0.2 0.9 7.5 3.39E-02  40.12%
2656 10389795  Stxbp4 -0.4 0.8 6.2 3.39E-02  40.17%
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2657 10542255  Tas2rll3 0.3 1.2 4.7 3.40E-02  40.20%
2658 10600355  Snora70 0.4 1.3 7.7 3.40E-02  40.23%
2659 10407420  Netl -0.2 0.9 10.8 3.40E-02  40.23%
2660 10516303 -0.2 0.9 5.2 3.40E-02  40.23%
2661 10596265  Dnajcl3 -0.2 0.9 10.6 3.40E-02  40.23%
2662 10598083 0.6 1.5 7.7 3.41E-02 40.23%
2663 10363786  Ank3 -0.4 0.8 8.2 3.41E-02 40.23%
2664 10367728  Tab2 -0.1 0.9 10.8 3.41E-02  40.23%
2665 10343039 -0.2 0.9 11.3 3.41E-02  40.23%
2666 10404774  Hivepl -0.1 0.9 9.2 3.41E-02  40.23%
2667 10357658 -0.4 0.8 7.5 3.41E-02 40.23%
2668 10456814  Pias2? -0.2 0.9 8.6 3.41E-02  40.23%
2669 10448195  Zfp942 -0.4 0.8 8.2 3.41E-02 40.23%
2670 10454828  Pnet-ps -0.3 0.8 8.1 3.42E-02  40.23%
2671 10412394  Nnt -0.2 0.9 9.7 3.42E-02  40.24%
2672 10386624  Tmemll 0.1 1.1 8.6 3.42E-02  40.25%
2673 10596575  Manf 0.3 1.2 9.7 3.42E-02  40.26%
2674 10444244  Tapl 0.4 1.3 10.1 3.42E-02  40.27%
2675 10571114  Erlin2 -0.1 0.9 10.2 3.43E-02 40.29%
2676 10539979 0.2 1.1 5.1 3.43E-02  40.29%
2677 10599369  Xiap -0.3 0.8 9.8 3.43E-02 40.29%
2678 10404187  Tdp? -0.4 0.8 9.8 3.43E-02  40.30%
2679 10391119  Leprel4 0.2 1.1 6.4 3.43E-02 40.32%
2680 10411272 0.3 1.2 5.6 3.44E-02  40.33%
2681 10402542  Atg2b -0.2 0.8 8.7 3.44E-02  40.33%
2682 10338395 0.4 1.3 9.0 3.44E-02  40.33%
2683 10591423  Fdxlil 0.2 1.1 93 3.44E-02  40.33%
2684 10578324  Mtusl -0.1 0.9 8.1 3.44E-02  40.33%
2685 10424695  Gpihbpl 0.2 1.2 7.3 3.44E-02  40.33%
2686 10457967  Myo7b -0.3 0.8 11.3 3.44E-02  40.33%
2687 10338230 -0.7 0.6 3.6 3.45E-02 40.41%
2688 10340536 0.5 1.4 7.0 3.45E-02 40.41%
2689 10461220  Hnrnpul2 -0.2 0.9 10.6 3.46E-02 40.41%
2690 10547540  Mical3 -0.2 0.9 7.2 3.46E-02 40.41%
2691 10474508  Olfri299 0.2 1.1 4.5 3.46E-02 40.41%
2692 10338728 -0.3 0.8 9.2 3.46E-02 40.41%
2693 10414192  Matla 0.9 1.9 6.0 3.46E-02 40.41%
2694 10344186 -0.4 0.7 6.8 3.46E-02 40.41%
2695 10524105  Chfr -0.1 0.9 9.2 3.46E-02 40.41%
2696 10343131 0.4 1.3 6.2 3.47E-02 40.41%
2697 10497765  Dcunldl -0.3 0.8 8.2 347E-02 40.41%
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2698 10341076 -0.5 0.7 7.5 3.47E-02 40.41%
2699 10402225  Tripll -0.3 0.8 9.0 3.47E-02 40.41%
2700 10348791  Ano7 -0.3 0.8 9.3 3.47E-02 40.41%
2701 10339805 -0.5 0.7 7.9 3.47E-02 40.41%
2702 10528200  Hnrnpa3 -0.3 0.8 11.3 3.47E-02 40.41%
2703 10338683 -0.2 0.9 10.5 3.48E-02 40.41%
2704 10382565  Mrps7 0.2 1.1 9.0 3.48E-02 40.41%
2705 10395538  Pnpla8 -0.4 0.8 8.6 3.48E-02 40.41%
2706 10340978 0.3 1.2 9.8 3.48E-02 40.41%
2707 10338834 0.7 1.7 3.9 3.48E-02 40.41%
2708 10547765  Miri4l 0.2 1.2 4.8 3.48E-02 40.41%
2709 10338857 -0.5 0.7 4.9 3.48E-02 40.41%
2710 10500321  Bolal 0.2 1.2 8.3 3.48E-02 40.41%
2711 10576054  Foxll 0.2 1.1 6.2 3.48E-02 40.41%
2712 10503502  Ttpa 0.7 1.6 5.8 3.48E-02 40.41%
2713 10571399  Zdhhc2 -0.2 0.9 9.7 3.49E-02 40.41%
2714 10417095  Farpl -0.2 0.9 8.1 3.49E-02  40.44%
2715 10340917 0.6 1.6 6.1 3.49E-02  40.45%
2716 10339726 0.4 1.4 10.2 3.49E-02  40.45%
2717 10343769 -0.3 0.8 9.0 3.50E-02  40.45%
2718 10484516  Olfr994 0.3 1.2 3.6 3.50E-02  40.45%
2719 10585759  Edc3 -0.1 0.9 8.8 3.50E-02  40.45%
2720 10431564  Cptlb -0.4 0.8 7.8 3.50E-02  40.45%
2721 10522160  N4bp2 -0.2 0.9 7.6 3.50E-02  40.45%
2722 10358527  Hmcnl -0.4 0.8 7.0 3.50E-02  40.45%
2723 10420413  Lats? -0.3 0.8 8.1 3.50E-02 40.47%
2724 10535994  A430089119Rik 0.2 1.1 5.6 3.51E-02  40.48%
2725 10564005 0.4 1.3 33 3.51E-02  40.49%
2726 10342871 -0.4 0.7 9.5 3.51E-02  40.49%
2727 10344542 -0.4 0.8 8.9 3.51E-02  40.49%
2728 10460767  Batf2 0.3 1.3 8.5 3.51E-02  40.50%
2729 10379028  Mird45l1 0.2 1.1 3.8 3.51E-02  40.51%
2730 10341495 -0.3 0.8 7.5 3.52E-02 40.51%
2731 10350438  Kcnt2 -0.2 0.9 5.2 3.52E-02  40.51%
2732 10532616  Myol8b 0.2 1.2 6.1 3.53E-02 40.51%
2733 10341891 0.5 1.4 7.0 3.53E-02 40.51%
2734 10341185 -0.3 0.8 10.0 3.53E-02 40.51%
2735 10438555  Thpo 0.2 1.2 6.9 3.53E-02 40.51%
2736 10492890  Lrba -0.2 0.9 10.4 3.53E-02 40.51%
2737 10479369  Gatas 0.2 1.1 6.6 3.53E-02 40.51%
2738 10365337 0.2 1.1 11.0 3.53E-02 40.51%
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2739 10369290  Ddit4 -0.3 0.8 7.8 3.53E-02 40.51%
2740 10365288  Tafl0 0.1 1.1 10.2 3.53E-02 40.51%
2741 10607658  Reps2 -0.4 0.8 8.1 3.53E-02 40.51%
2742 10341753 -0.7 0.6 4.0 3.53E-02 40.51%
2743 10387922  Slc25all 0.3 1.2 11.2 3.54E-02  40.51%
2744 10398124  4933433P14Rik -0.3 0.8 7.7 3.54E-02 40.51%
2745 10377416  2310047M10Rik -0.2 0.9 7.3 3.54E-02 40.51%
2746 10344931  Rpl5 -0.2 0.9 11.5 3.54E-02 40.51%
2747 10339283 -0.5 0.7 8.3 3.54E-02 40.51%
2748 10484706  Olfr74 0.2 1.2 4.6 3.54E-02  40.51%
2749 10519688  Gm6455 -0.5 0.7 5.4 3.54E-02  40.53%
2750 10481627  Lcn2 0.4 1.4 7.4 3.54E-02  40.53%
2751 10577838  Ddhd2? -0.5 0.7 9.7 3.55E-02  40.53%
2752 10338539 -0.6 0.6 5.4 3.55E-02  40.53%
2753 10462699 -0.2 0.9 7.0 3.55E-02  40.53%
2754 10489484  Sdc4 -0.2 0.9 9.5 3.55E-02  40.53%
2755 10390860  Krt23 -0.2 0.8 6.0 3.56E-02  40.53%
2756 10459236  Grpel2 -0.3 0.8 9.7 3.56E-02  40.53%
2757 10340466 0.4 1.4 9.7 3.56E-02  40.53%
2758 10352097  1700016C15Rik -0.5 0.7 6.5 3.56E-02  40.53%
2759 10339419 -0.2 0.9 10.0 3.56E-02  40.53%
2760 10526630  Trfr2 0.3 1.2 5.9 3.56E-02  40.53%
2761 10515431 Kif2c -0.3 0.8 8.0 3.56E-02  40.53%
2762 10490621  Srms 0.2 1.2 6.6 3.56E-02  40.53%
2763 10567355  Gpresh -0.3 0.8 6.8 3.56E-02  40.53%
2764 10596271  Dnajcl3 -0.2 0.9 10.4 3.57E-02  40.53%
2765 10341622 0.2 1.2 8.0 3.57E-02  40.53%
2766 10479379  Slco4al 0.2 1.1 7.6 3.57E-02  40.53%
2767 10486499  TmemS87a -0.2 0.9 9.2 3.57E-02  40.53%
2768 10464618  Rps6kb?2 0.1 1.1 8.7 3.57E-02  40.53%
2769 10340267 -0.3 0.8 6.0 3.57E-02  40.53%
2770 10533725  Gprél 0.3 1.2 7.0 3.57E-02  40.53%
2771 10574133  Nlrc5 0.2 1.2 7.5 3.57E-02  40.53%
2772 10356568  Rabl7 -0.2 0.9 9.3 3.57E-02  40.56%
2773 10476868 0.3 1.2 7.1 3.58E-02  40.57%
2774 10566186  Olfr571 0.3 1.2 6.4 3.58E-02  40.60%
2775 10538749 0.2 1.2 4.4 3.59E-02  40.65%
2776 10340999 -0.3 0.8 6.6 3.59E-02  40.69%
2777 10339730 -0.3 0.8 3.7 3.60E-02  40.70%
2778 10468802  DI9Ertd737e -0.3 0.8 8.2 3.60E-02  40.70%
2779 10342408 -0.3 0.8 2.7 3.60E-02  40.70%
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2780 10380403  Lrrc59 0.2 1.2 11.1 3.60E-02  40.70%
2781 10519224  Pusll 0.2 1.1 8.2 3.60E-02  40.70%
2782 10572212  Gmip -0.2 0.9 8.0 3.60E-02  40.70%
2783 10446804  Sic30a6 0.2 1.2 9.4 3.60E-02  40.70%
2784 10548879  Mgp -0.3 0.8 8.1 3.60E-02  40.70%
2785 10344346 -0.5 0.7 9.3 3.61E-02 40.72%
2786 10436621 -0.4 0.8 4.7 3.61E-02  40.79%
2787 10342744 0.4 1.3 8.4 3.61E-02  40.79%
2788 10342834 -0.5 0.7 4.5 3.62E-02  40.79%
2789 10344301 -0.8 0.6 4.8 3.62E-02  40.80%
2790 10433034  Atf7 -0.1 0.9 9.2 3.62E-02  40.80%
2791 10521759  Slit2 -0.2 0.8 6.8 3.62E-02  40.80%
2792 10343590 -0.3 0.8 7.9 3.62E-02  40.80%
2793 10437698  Txndcll 0.2 1.1 8.9 3.62E-02  40.80%
2794 10338314 -0.3 0.8 7.5 3.63E-02  40.82%
2795 10526882  Heatr?2 0.2 1.1 7.9 3.63E-02  40.82%
2796 10565900  D630004N19Rik -0.2 0.8 5.8 3.63E-02  40.82%
2797 10533812  Shnol -0.1 0.9 9.5 3.63E-02  40.83%
2798 10355454 0.2 1.2 7.2 3.63E-02  40.85%
2799 10339101 -0.4 0.8 9.1 3.64E-02  40.90%
2800 10562905  Atf5 0.3 1.2 7.4 3.64E-02  40.90%
2801 10421932  Pcdh9 -0.2 0.9 5.4 3.64E-02  40.90%
2802 10411722  Mrps36 0.3 1.2 8.5 3.64E-02  40.90%
2803 10340730 0.5 1.4 7.6 3.64E-02  40.90%
2804 10467730  Morn4 0.2 1.1 6.9 3.65E-02 40.91%
2805 10359235  Rasal2 -0.2 0.9 7.6 3.65E-02 40.91%
2806 10597279  Ccri2 0.3 1.3 6.9 3.65E-02  40.94%
2807 10358849  Dhx9 -0.2 0.9 10.1 3.66E-02  40.97%
2808 10536111 0.2 1.1 5.7 3.66E-02  40.97%
2809 10450878  Olfri03 0.2 1.2 4.4 3.66E-02  40.97%
2810 10342918 0.3 1.3 8.9 3.66E-02  40.97%
2811 10375002  Cpeb4 -0.2 0.9 9.2 3.67E-02  41.00%
2812 10388902  Lgals9 0.2 1.2 12.3 3.67E-02  41.00%
2813 10418796  Dph3 0.2 1.1 9.4 3.67E-02  41.03%
2814 10402444  Dicerl -0.2 0.9 9.5 3.67E-02  41.03%
2815 10498795  Zfpli4 -0.1 0.9 8.8 3.67E-02  41.03%
2816 10343408 -0.5 0.7 4.8 3.67E-02  41.03%
2817 10535900 0.5 1.4 7.6 3.68E-02  41.04%
2818 10481857  Pbx3 -0.3 0.8 8.6 3.68E-02 41.04%
2819 10599120  Dockll -0.3 0.8 9.3 3.68E-02  41.08%
2820 10387108  Gmli2298 0.2 1.2 6.7 3.68E-02 41.08%
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2821 10434689  Ahsg 1.8 3.5 6.7 3.69E-02 41.11%
2822 10474048  Sytis 0.2 1.1 7.2 3.69E-02 41.18%
2823 10344163 -0.4 0.8 6.2 3.70E-02  41.18%
2824 10343294 -0.2 0.9 10.4 3.70E-02 41.18%
2825 10385048  Tix3 0.2 1.2 6.0 3.70E-02  41.18%
2826 10342547 -0.3 0.8 8.4 3.70E-02 41.18%
2827 10453178  Map4k3 -0.3 0.8 9.3 3.70E-02  41.19%
2828 10340092 -0.3 0.8 7.6 3.71E-02  41.23%
2829 10437174 Wrb 0.3 1.2 8.2 3.71E-02  41.23%
2830 10580139  Zswim4 -0.2 0.9 7.5 3.71E-02  41.25%
2831 10520513  4930471M23Rik 0.2 1.1 9.2 3.71E-02  41.25%
2832 10443344 -0.2 0.9 8.0 3.72E-02  41.28%
2833 10341662 0.7 1.6 4.5 3.72E-02  41.28%
2834 10406681  Ap3bl -0.1 0.9 10.1 3.72E-02  41.28%
2835 10342330 0.4 1.3 7.8 3.72E-02  41.28%
2836 10407097  Pde4d -0.3 0.8 8.7 3.72E-02  41.28%
2837 10504499  Zcchce7 -0.2 0.9 8.1 3.73E-02  41.29%
2838 10340842 0.2 1.2 10.7 3. 73E-02  41.29%
2839 10433597  Snx29 -0.2 0.9 7.9 3.73E-02  41.29%
2840 10567556  Pdzd9 0.2 1.1 5.5 3.73E-02  41.29%
2841 10434942  Digl -0.2 0.9 10.1 3.73E-02  41.29%
2842 10558961 Tspan4 -0.4 0.8 8.2 3.73E-02  41.30%
2843 10470381  5930434B04Rik 0.2 1.2 8.4 3.73E-02 41.30%
2844 10526195  Gtf2ird2 -0.2 0.9 6.7 3.73E-02  41.30%
2845 10473976  Harbil -0.1 0.9 6.5 3.74E-02  41.33%
2846 10547916  Ptms -0.3 0.8 10.1 3. 74E-02  41.34%
2847 10435226  Snx4 -0.1 0.9 9.8 3.74E-02  41.34%
2848 10442075 Vmn2r90 0.2 1.2 4.7 3. 74E-02  41.34%
2849 10605501 -0.2 0.8 3.6 3.75E-02  41.34%
2850 10545205 1.1 2.2 8.5 3.75E-02  41.34%
2851 10465686  Rtn3 -0.2 0.9 12.0 3.75E-02  41.34%
2852 10415431  Mcptl 0.8 1.8 8.0 3.75E-02  41.34%
2853 10338317 0.3 1.3 11.3 3.75E-02  41.34%
2854 10539710  Tial -0.3 0.8 8.4 3.75E-02  41.34%
2855 10405783  Mir24-1 -0.2 0.9 5.5 3.76E-02  41.37%
2856 10340022 0.3 1.2 7.9 3.77E-02  41.47%
2857 10608706  Sap25 -0.3 0.8 8.0 3.77E-02 41.47%
2858 10347033  Crygf 0.2 1.2 5.2 3.77E-02  41.48%
2859 10555118  Pakl -0.2 0.9 10.2 3.77E-02  41.48%
2860 10404195  DI30043K22Rik -0.2 0.8 6.9 3.77E-02  41.48%
2861 10457838  Zscan30 -0.3 0.8 6.1 3.77E-02  41.50%
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2862 10605740  Eif2s3x 0.2 1.2 11.3 3.78E-02  41.53%
2863 10433507  Ciita 0.3 1.2 8.3 3.78E-02  41.53%
2864 10394448  Pum? -0.2 0.9 10.1 3.78E-02  41.56%
2865 10481401  Zerl -0.2 0.9 7.5 3.79E-02  41.56%
2866 10508901 Gpn?2 0.2 1.1 8.3 3.79E-02  41.56%
2867 10341943 0.5 1.4 4.9 3.79E-02  41.56%
2868 10420694  Ints6 -0.2 0.9 8.9 3.79E-02  41.56%
2869 10340094 0.1 1.1 13.2 3.79E-02  41.56%
2870 10426891  Mettl7al -0.3 0.8 8.8 3.79E-02  41.56%
2871 10348062  B3gnt7 0.5 1.4 8.4 3.80E-02 41.61%
2872 10411432  UtplS 0.3 1.2 8.1 3.80E-02  41.62%
2873 10383133  Slc26all -0.2 0.9 6.6 3.81E-02 41.63%
2874 10373009  Tsfm 0.2 1.1 8.7 3.81E-02 41.63%
2875 10571128  Prosc -0.2 0.9 9.3 3.81E-02 41.63%
2876 10454172  Dsg2 -0.3 0.8 10.9 3.81E-02 41.63%
2877 10369276  Ccdcl09a -0.2 0.9 11.2 3.81E-02 41.63%
2878 10394173  AsxI2 -0.1 0.9 9.5 3.81E-02 41.63%
2879 10594353  Map2k5 -0.2 0.9 8.0 3.81E-02 41.63%
2880 10457798  4921528101Rik 0.2 1.1 4.1 3.81E-02 41.63%
2881 10339999 0.3 1.2 7.5 3.81E-02 41.63%
2882 10565315  Fah 0.4 1.3 8.3 3.81E-02 41.63%
2883 10394978  Rrm2 0.3 1.2 8.7 3.82E-02  41.65%
2884 10501762  Snx7 -0.2 0.9 10.8 3.82E-02 41.65%
2885 10461093  Pla2gl6 0.4 1.3 8.5 3.82E-02  41.65%
2886 10587323  Gstal -1.0 0.5 10.9 3.82E-02 41.65%
2887 10444291  H2-Abl 0.2 1.2 10.8 3.83E-02 41.65%
2888 10483631 0.2 1.1 6.6 3.83E-02 41.65%
2889 10394789  B430203G13Rik -0.2 0.9 6.6 3.83E-02 41.65%
2890 10388782 0.3 1.3 7.1 3.83E-02 41.65%
2891 10603878 Uxt -0.2 0.8 6.7 3.83E-02 41.65%
2892 10340729 0.2 1.2 9.5 3.83E-02 41.68%
2893 10598077 1.0 2.0 7.2 3.83E-02 41.69%
2894 10584508  OIfr969 0.2 1.2 3.9 3.84E-02 41.69%
2895 10573583  Man2bl -0.2 0.9 9.5 3.84E-02 41.69%
2896 10385656  Zfp2 -0.1 0.9 5.4 3.84E-02 41.70%
2897 10521984  Go6pd?2 0.1 1.1 8.4 3.84E-02 41.70%
2898 10444098 Wdr46 0.2 1.2 8.4 3.84E-02 41.72%
2899 10344586 -0.5 0.7 4.8 3.85E-02  41.72%
2900 10340778 0.5 1.4 4.2 3.85E-02 41.72%
2901 10340996 0.3 1.3 7.8 3.85E-02  41.74%
2902 10359201  Ralgps? -0.2 0.9 9.2 3.85E-02 41.74%
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2903 10369388 Unc5b -0.2 0.9 8.4 3.85E-02 41.74%
2904 10502535 0.2 1.1 4.1 3.85E-02 41.74%
2905 10340834 0.3 1.3 3.0 3.86E-02  41.77%
2906 10469536 -0.2 0.9 4.7 3.86E-02  41.80%
2907 10517083  Pigv -0.1 0.9 7.6 3.86E-02  41.80%
2908 10549402  Ergic2 -0.3 0.8 10.5 3.87E-02 41.81%
2909 10372853  Tbkl -0.2 0.9 9.8 3.87E-02 41.81%
2910 10340906 -0.3 0.8 5.7 3.87E-02 41.81%
2911 10547140  Tmccl -0.2 0.8 8.7 3.87E-02 41.81%
2912 10400572  Klhi28 -0.2 0.8 8.3 3.87E-02 41.81%
2913 10507250  Pomgntl 0.1 1.1 7.8 3.87E-02 41.81%
2914 10401149  Plek2 -0.4 0.8 9.7 3.88E-02 41.81%
2915 10508800  Gm3579 -0.3 0.8 5.8 3.88E-02 41.81%
2916 10573865 Gm3579 -0.3 0.8 5.8 3.88E-02 41.81%
2917 10534960  Gjc3 0.2 1.1 53 3.88E-02 41.81%
2918 10577922  Hook3 -0.3 0.8 8.9 3.88E-02 41.81%
2919 10434869  Ccdc50 -0.2 0.9 9.9 3.88E-02 41.81%
2920 10364430 Vmn2r81 -0.2 0.9 3.1 3.89E-02 41.81%
2921 10466402  Eif4al 0.1 1.1 12.6 3.89E-02 41.81%
2922 10438069  Ypell -0.3 0.8 7.2 3.89E-02 41.81%
2923 10572637  Faml25a 0.1 1.1 9.8 3.89E-02 41.81%
2924 10339686 -0.3 0.8 6.6 3.89E-02 41.81%
2925 10546430  Adamts9 0.2 1.1 7.7 3.89E-02 41.81%
2926 10521832  Pi4k2b -0.3 0.8 10.3 3.89E-02 41.81%
2927 10607862 0.2 1.1 7.3 3.89E-02 41.81%
2928 10412659 0.2 1.2 5.1 3.89E-02 41.81%
2929 10555911 Olfr681 0.2 1.1 3.9 3.89E-02 41.81%
2930 10344040 -0.5 0.7 5.5 3.89E-02 41.81%
2931 10507379  Zswim$ -0.3 0.8 9.4 3.90E-02 41.81%
2932 10515920  Ppcs 0.2 1.2 8.2 3.90E-02 41.82%
2933 10596119  Cep63 -0.3 0.8 6.9 3.90E-02 41.82%
2934 10342698 0.2 1.2 8.5 3.90E-02 41.82%
2935 10446833  Birc6 -0.1 0.9 10.3 3.90E-02 41.82%
2936 10342691 0.5 1.4 4.4 3.90E-02 41.82%
2937 10547469 -0.2 0.9 8.3 391E-02 41.82%
2938 10442098  Fpr3 0.2 1.2 53 391E-02 41.82%
2939 10596652  Hemkl 0.2 1.2 7.1 391E-02 41.82%
2940 10456639  Ccdcll -0.2 0.9 5.2 391E-02 41.83%
2941 10404402  Foxql -1.0 0.5 7.8 391E-02 41.83%
2942 10401382  Numb -0.2 0.9 10.6 3.92E-02 41.83%
2943 10451784  Kcnh8 -0.2 0.9 5.7 3.92E-02 41.83%

Page 72 of 85



Rank Affymetrix Gene Symbol Log, Fold Log, Avg FI  Unadjusted P- FDR
Probe ID Fold Change Value
Change

2944 10378902  Nufip2 -0.2 0.9 10.2 3.92E-02 41.83%
2945 10451637 0.2 1.2 4.6 3.92E-02 41.83%
2946 10531215  Ankrdl7 -0.1 0.9 10.1 3.92E-02 41.83%
2947 10412078  Gapt -0.2 0.9 5.9 3.92E-02 41.83%
2948 10482181  Strbp -0.3 0.8 9.3 3.92E-02 41.83%
2949 10358615  Hmcnl -0.3 0.8 6.7 3.92E-02 41.85%
2950 10370681 C030046101Rik 0.2 1.1 9.2 3.92E-02 41.85%
2951 10342341 0.3 1.3 6.6 3.93E-02 41.85%
2952 10376885  Snord49b 0.6 1.6 10.6 3.93E-02 41.85%
2953 10421948 -0.4 0.8 4.0 3.93E-02 41.85%
2954 10424383 1.0 2.0 6.3 3.93E-02 41.85%
2955 10410295  Zfp595 -0.2 0.8 7.1 3.93E-02 41.85%
2956 10537817  Olfr441 0.2 1.1 5.5 3.93E-02 41.85%
2957 10470705  Rapgefl -0.1 0.9 8.1 3.94E-02 41.85%
2958 10338869 -0.4 0.7 7.1 3.94E-02 41.85%
2959 10420268  Gzme 0.2 1.2 4.9 3.94E-02 41.86%
2960 10340412 0.5 1.4 6.9 3.94E-02 41.86%
2961 10570951  Nkxo6-3 -0.3 0.8 7.0 3.94E-02 41.88%
2962 10340855 0.6 1.5 4.6 3.94E-02 41.88%
2963 10338976 -0.9 0.5 5.2 3.94E-02 41.88%
2964 10347888  Ccl20 -0.8 0.6 7.9 3.95E-02 41.90%
2965 10410279 -0.2 0.9 6.4 3.95E-02 41.92%
2966 10537909  Rny3 0.6 1.5 12.6 3.96E-02 41.96%
2967 10524077 0.3 1.2 5.7 3.96E-02 41.96%
2968 10407337  Hcnl -0.4 0.8 6.3 3.96E-02 41.96%
2969 10358573  Hmcnl -0.2 0.9 7.1 3.96E-02 41.97%
2970 10591853  Tbx20 0.3 1.2 53 3.96E-02  41.99%
2971 10343809 -0.5 0.7 7.0 3.97E-02  42.00%
2972 10499470  Ruscl 0.2 1.1 8.3 3.97E-02  42.02%
2973 10343630 -0.3 0.8 9.8 3.97E-02  42.02%
2974 10358605  Hmcnl -0.2 0.9 6.2 3.97E-02  42.02%
2975 10601461 Cylcl 0.2 1.2 3.7 3.98E-02  42.02%
2976 10340119 0.5 1.5 5.4 3.98E-02 42.02%
2977 10411019  Msh3 -0.2 0.8 8.1 3.98E-02  42.02%
2978 10555766 0.2 1.2 4.6 3.98E-02 42.02%
2979 10469522  BC061194 0.2 1.2 5.7 3.98E-02  42.02%
2980 10558134  Plekhal -0.4 0.8 9.6 3.98E-02 42.02%
2981 10515981  Mir30e 0.4 1.3 6.0 3.98E-02  42.02%
2982 10343925 0.7 1.6 5.7 3.99E-02  42.09%
2983 10510507  Mir34a 0.3 1.2 4.5 3.99E-02 42.10%
2084 10412844  Top2b -0.3 0.8 9.0 3.99E-02 42.10%
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29085 10448232  Gmli6386 -0.1 0.9 7.5 4.00E-02  42.10%
2986 10349453  Rab3gapl -0.2 0.9 8.5 4.00E-02 42.10%
2987 10339807 -0.2 0.9 11.9 4.00E-02  42.10%
2988 10545187  Igk-VI 0.6 1.6 11.1 4.01E-02 42.15%
2989 10341670 0.3 1.3 6.3 4.01E-02  42.15%
2990 10400006  Ahr -0.2 0.9 8.7 4.01E-02 42.17%
2991 10523845  Ephx4 0.2 1.1 4.9 4.01E-02  42.17%
2992 10340408 -0.2 0.9 9.2 4.01E-02 42.17%
2993 10493548  Pmvk 0.3 1.2 7.8 4.01E-02  42.17%
2994 10497590  Mecom -0.4 0.7 7.4 4.02E-02 42.17%
2995 10338133 0.4 1.3 6.9 4.02E-02  42.17%
2996 10343453 -0.6 0.7 5.0 4.02E-02 42.17%
2997 10497613 -0.2 0.9 4.7 4.02E-02  42.17%
2998 10382542  Nup85 0.2 1.1 8.6 4.02E-02 42.17%
2999 10341608 -0.2 0.9 10.3 4.02E-02  42.20%
3000 10466636  Tmcl 0.2 1.1 4.7 4.03E-02 42.21%
3001 10420286  Gzmn 0.2 1.1 4.1 4.03E-02  42.25%
3002 10503214  Chd7 -0.2 0.9 7.6 4.03E-02 42.25%
3003 10437222  Hnrnpa3 -0.3 0.8 11.4 4.03E-02  42.25%
3004 10500140  Anxa9 0.2 1.1 6.1 4.03E-02 42.25%
3005 10420362  Gjb2 0.2 1.2 8.5 4.04E-02  42.27%
3006 10398195  Ccnk -0.1 0.9 9.5 4.04E-02 42.27%
3007 10352092  Zfp238 -0.2 0.9 8.2 4.05E-02  42.30%
3008 10372682  Slc35e3 -0.6 0.6 7.2 4.05E-02 42.30%
3009 10535894  Hmgbl -0.3 0.8 8.2 4.05E-02  42.30%
3010 10590479  Zfpl67 -0.2 0.9 6.0 4.05E-02  42.34%
3011 10341623 0.6 1.5 3.8 4.05E-02  42.34%
3012 10523001  Mobklla -0.2 0.9 10.3 4.05E-02  42.34%
3013 10428857  Mtssl -0.2 0.9 8.2 4.06E-02  42.34%
3014 10375341 -0.1 0.9 33 4.06E-02  42.34%
3015 10452633  Tgifl -0.3 0.8 9.0 4.06E-02  42.37%
3016 10423663 Vpsi3b -0.2 0.9 9.0 4.06E-02  42.38%
3017 10517312 Tmem57 -0.2 0.9 8.6 4.07E-02  42.39%
3018 10340482 0.6 1.5 5.4 4.07E-02  42.44%
3019 10448424  Pdpkl -0.1 0.9 10.2 4.07E-02  42.44%
3020 10536563  Cftr -0.3 0.8 9.6 4.07E-02  42.44%
3021 10587695  Mthfs -0.3 0.8 7.4 4.08E-02  42.45%
3022 10599972  Hnrnpa3 -0.3 0.8 11.4 4.08E-02  42.45%
3023 10542615  Slcolb2 0.5 1.4 4.6 4.08E-02  42.49%
3024 10439411  Nrli2 -0.3 0.8 10.1 4.09E-02  42.55%
3025 10506500  Usp24 -0.2 0.9 9.0 4.09E-02  42.55%
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3026 10466317  U05342 -0.1 0.9 7.6 4.09E-02  42.55%
3027 10571745  Cldn22 0.2 1.2 5.9 4.10E-02  42.58%
3028 10503917  Akirin2 -0.1 0.9 9.4 4.10E-02  42.58%
3029 10342496 -0.3 0.8 7.9 4.10E-02  42.58%
3030 10338444 -0.4 0.7 3.1 4.11E-02  42.64%
3031 10339750 0.4 1.4 9.6 4.11E-02  42.70%
3032 10428310  Azinl -0.2 0.9 10.7 4.12E-02  42.71%
3033 10378914  Myol8a -0.2 0.9 8.8 4.12E-02  42.71%
3034 10376803  Fam83g 0.2 1.1 7.2 4.12E-02  42.75%
3035 10340401 0.6 1.5 5.7 4.12E-02  42.75%
3036 10339967 0.3 1.3 8.1 4.13E-02  42.76%
3037 10477543  Cbfalt2 -0.2 0.9 8.1 4.13E-02 42.76%
3038 10342493 -0.4 0.8 6.9 4.13E-02  42.79%
3039 10558914  Rplp2 0.2 1.1 7.4 4.13E-02 42.79%
3040 10342340 -0.4 0.7 5.0 4.14E-02  42.79%
3041 10421581  Lrchl -0.2 0.9 8.4 4.14E-02 42.81%
3042 10358587  Hmcnl -0.4 0.8 4.8 4.14E-02  42.82%
3043 10595831  Zbth38 -0.2 0.9 9.3 4.15E-02  42.88%
3044 10380477  Ppplr9b -0.2 0.9 8.6 4.15E-02  42.88%
3045 10565486  Eed -0.2 0.8 8.9 4.15E-02  42.88%
3046 10526587  Gigyfl -0.2 0.9 7.0 4.15E-02  42.88%
3047 10477311  AsxlI -0.2 0.9 8.6 4.16E-02  42.88%
3048 10420241  Mcpt9 0.4 1.3 6.2 4.16E-02  42.88%
3049 10551426  Zfp59 -0.2 0.9 9.0 4.16E-02  42.88%
3050 10600825  Zc3hi2b -0.2 0.9 6.0 4.17E-02  42.88%
3051 10341002 -0.3 0.8 6.7 4.17E-02  42.88%
3052 10519484  Steap? -0.2 0.9 4.5 4.17E-02  42.88%
3053 10508645  Snord85 -0.3 0.8 7.8 4.17E-02  42.88%
3054 10346780  Eif4al 0.1 1.1 12.3 4.17E-02  42.88%
3055 10438478  Abccs -0.1 0.9 7.2 4.17E-02  42.88%
3056 10452030  Plin3 0.2 1.2 11.2 4.17E-02  42.88%
3057 10471753  Olfr347 0.2 1.2 4.4 4.17E-02  42.88%
3058 10395684  Nubpl 0.3 1.2 6.3 4.17E-02  42.88%
3059 10342729 0.5 1.4 3.9 4.17E-02  42.88%
3060 10339695 -0.4 0.8 6.3 4.18E-02  42.88%
3061 10456018  Arsi 0.2 1.2 6.5 4.18E-02  42.88%
3062 10396066 0.1 1.1 14.0 4.18E-02  42.88%
3063 10400704 0.1 1.1 14.0 4.18E-02  42.88%
3064 10339351 0.2 1.1 6.1 4.18E-02  42.88%
3065 10492165 -0.4 0.7 4.8 4.18E-02  42.88%
3066 10501909  Mettll4 -0.2 0.9 8.3 4.18E-02  42.88%
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3067 10549012  Gm6614 0.2 1.2 3.9 4.18E-02  42.88%
3068 10523111 0.3 1.3 5.1 4.18E-02  42.88%
3069 10423770  Grhi2 -0.2 0.9 7.9 4.18E-02  42.88%
3070 10580391  [Itfel -0.2 0.9 10.8 4.19E-02  42.88%
3071 10510982  Pexi0 0.2 1.2 8.1 4.19E-02  42.88%
3072 10501397  Tmeml67b -0.1 0.9 10.2 4.19E-02  42.90%
3073 10586126 0.2 1.1 6.7 4.19E-02  42.90%
3074 10597960  Slc6a20a -0.5 0.7 11.5 4.19E-02  42.92%
3075 10573112 0.2 1.1 6.6 4.20E-02  42.92%
3076 10474836 Ivd 0.2 1.1 8.2 4.20E-02  42.92%
3077 10342332 0.3 1.2 9.0 4.20E-02  42.92%
3078 10513160  Ptpn3 -0.3 0.8 8.1 4.20E-02 42.93%
3079 10344809  Csppl -0.2 0.8 8.1 4.20E-02  42.93%
3080 10338424 0.2 1.2 9.8 4.20E-02  42.93%
3081 10531994  Mpa2l 0.6 1.5 8.9 4.21E-02  42.94%
3082 10465651  Mark2 -0.1 0.9 9.7 421E-02 42.95%
3083 10343480 -0.5 0.7 5.8 4.21E-02  42.95%
3084 10386934 Wsb2 -0.2 0.9 9.8 4.21E-02 42.95%
3085 10342238 -0.4 0.7 5.8 4.21E-02  42.95%
3086 10342453 0.4 1.3 6.2 421E-02 42.95%
3087 10480432 -0.4 0.8 7.7 4.22E-02  42.95%
3088 10341638 -0.3 0.8 6.0 4.22E-02  42.95%
3089 10547926  Cops7a 0.1 1.1 10.3 4.22E-02  42.95%
3090 10527101  Foxkl -0.2 0.9 8.5 4.22E-02  42.95%
3091 10394534  Osrl 0.3 1.2 7.3 4.23E-02  42.95%
3092 10340150 -0.6 0.7 4.2 4.23E-02 42.95%
3093 10452709  Ndc80 -0.2 0.8 7.5 4.23E-02  42.95%
3094 10540075  Hdacll -0.3 0.8 7.9 4.23E-02 42.95%
3095 10432398  Tubalb 0.1 1.1 12.5 4.23E-02  42.95%
3096 10502131  Lrit3 -0.2 0.9 5.7 4.23E-02 42.95%
3097 10545182 1.5 2.7 9.4 4.23E-02  42.95%
3098 10438423  Olfri6s -0.7 0.6 7.8 4.23E-02 42.96%
3099 10451613  Foxp4 -0.2 0.9 8.4 4.23E-02  42.96%
3100 10435802 -0.2 0.9 6.8 4.23E-02 42.96%
3101 10391005  Krt36 0.1 1.1 5.7 4.24E-02  42.96%
3102 10385941 Tnipl -0.2 0.9 8.7 4.24E-02  42.96%
3103 10529979  Ppargcla -0.6 0.7 10.2 4.24E-02  42.96%
3104 10423742  Polr2k 0.2 1.2 6.8 4.24E-02  42.96%
3105 10375614  Gfpe2 0.2 1.2 6.5 4.24E-02  42.96%
3106 10416584 0.2 1.2 6.2 4.24E-02  42.97%
3107 10471743  Olfr340 0.2 1.1 34 4.24E-02  42.97%
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3108 10470649  Ttfl -0.1 0.9 7.7 4.25E-02  42.97%
3109 10373912  Osm 0.2 1.2 5.4 4.25E-02 42.97%
3110 10562349  Pdcd?l 0.1 1.1 8.3 4.25E-02  42.97%
3111 10392943  Hnl 0.2 1.1 11.0 4.25E-02 42.97%
3112 10463068  Ptp4al -0.3 0.8 11.5 4.25E-02  42.97%
3113 10563411 Grwdl 0.2 1.2 7.4 4.25E-02 42.97%
3114 10414970 0.3 1.2 5.5 4.26E-02  42.99%
3115 10568586  Fam53b -0.3 0.8 8.0 4.26E-02 42.99%
3116 10554269  Abhd2 -0.4 0.8 11.7 4.26E-02  42.99%
3117 10340664 -0.4 0.8 7.1 4.27E-02 43.01%
3118 10532461 -0.2 0.9 6.9 4.27E-02  43.01%
3119 10338715 -0.4 0.8 6.1 4.27E-02 43.01%
3120 10555762  Olfr584 0.2 1.1 4.6 4.27E-02  43.01%
3121 10462995 -0.2 0.9 4.7 4.27E-02 43.01%
3122 10426875  Atfl -0.2 0.9 9.5 4.27E-02  43.01%
3123 10438626  EwvS 0.2 1.2 6.5 4.27E-02 43.01%
3124 10581772  Glgl -0.2 0.9 9.8 4.27E-02  43.01%
3125 10498038  Elf2 -0.2 0.9 9.1 4.28E-02 43.07%
3126 10344789  Csppl -0.4 0.8 8.5 4.28E-02  43.07%
3127 10341792 0.1 1.1 12.0 4.28E-02 43.07%
3128 10502191 Ostc 0.2 1.1 11.3 4.28E-02  43.08%
3129 10484618  Olfri083 0.2 1.1 4.0 4.29E-02 43.10%
3130 10559504  Leng9 -0.3 0.8 8.1 4.29E-02 43.11%
3131 10566050  1l18hp 0.2 1.2 8.9 4.29E-02 43.11%
3132 10374455  Spred2? -0.2 0.9 93 4.29E-02 43.11%
3133 10338862 -0.6 0.7 5.1 4.29E-02 43.12%
3134 10445718  Pgc 0.2 1.2 6.0 4.30E-02 43.12%
3135 10505240 0.9 1.9 5.0 4.30E-02 43.12%
3136 10532944  Mlec 0.2 1.1 11.0 4.30E-02 43.17%
3137 10342984 -0.6 0.7 33 431E-02 43.18%
3138 10421670 0.2 1.1 6.8 4.31E-02 43.18%
3139 10383360  Ccdcl37 0.2 1.1 7.5 431E-02 43.18%
3140 10534839  Pop7 0.2 1.1 7.1 4.31E-02  43.20%
3141 10575349  Tat 0.9 1.8 6.2 4.32E-02 43.20%
3142 10465943  Dagla 0.2 1.1 7.1 4.32E-02  43.20%
3143 10403193  Sp4 -0.3 0.8 7.5 4.32E-02  43.20%
3144 10505249 0.3 1.2 33 4.32E-02  43.20%
3145 10488048  Mkks -0.2 0.9 8.4 4.32E-02  43.20%
3146 10605561  4930595M18Rik -0.1 0.9 34 4.32E-02  43.20%
3147 10493516 -0.2 0.9 6.2 4.32E-02  43.20%
3148 10587331 Gstal -1.0 0.5 10.8 4.32E-02  43.20%

Page 77 of 85



Rank Affymetrix Gene Symbol Log, Fold Log, Avg FI  Unadjusted P- FDR
Probe ID Fold Change Value
Change

3149 10341507 0.2 1.1 9.7 4.33E-02 43.22%
3150 10421555  Mir687 -0.4 0.7 7.3 4.33E-02 43.24%
3151 10340690 -0.3 0.8 7.3 4.34E-02  43.28%
3152 10600403  Fam50a -0.2 0.9 7.8 4.34E-02  43.32%
3153 10360985  Cenpf -0.3 0.8 7.9 4.34E-02  43.34%
3154 10478778  Arfgef2 -0.2 0.9 9.3 4.35E-02 43.34%
3155 10590265 0.2 1.2 8.6 4.35E-02  43.34%
3156 10425808  Tspo 0.2 1.1 8.7 4.35E-02 43.34%
3157 10536126  A430089119Rik 0.2 1.1 5.4 4.35E-02  43.34%
3158 10558439  Phgdh 0.3 1.2 8.2 4.35E-02 43.36%
3159 10339185 0.2 1.2 10.4 4.36E-02  43.39%
3160 10588855  Mstl 0.2 1.2 6.6 4.36E-02 43.40%
3161 10461164 Wdr74 0.2 1.2 8.6 4.36E-02  43.40%
3162 10373197  Inhbc 0.2 1.1 6.2 4.36E-02 43.40%
3163 10506108 -0.2 0.9 6.1 4.38E-02  43.47%
3164 10361366  Mtrfll -0.2 0.9 7.5 4.38E-02 43.47%
3165 10541071  8430408G22Rik -0.2 0.8 6.2 4.38E-02  43.47%
3166 10475830  Mrps5 0.2 1.2 8.8 4.38E-02 43.47%
3167 10372235  Ptprq -0.2 0.9 5.5 4.38E-02  43.47%
3168 10567108  Sox6 -0.2 0.9 8.6 4.38E-02 43.47%
3169 10363195  Hsf2 -0.3 0.8 7.0 4.38E-02  43.47%
3170 10507784  Pptl 0.3 1.2 10.5 4.38E-02 43.47%
3171 10349634 0.4 1.3 4.5 4.39E-02  43.47%
3172 10576610  Pard3 -0.1 0.9 8.7 4.39E-02 43.47%
3173 10602009  Rnfi28 -0.2 0.9 12.0 4.39E-02  43.47%
3174 10343275 0.4 1.3 33 4.39E-02 43.47%
3175 10475420  Trim69 -0.2 0.9 5.6 4.39E-02  43.47%
3176 10340989 0.7 1.7 10.2 4.39E-02 43.47%
3177 10378154  Zzefl -0.2 0.9 10.4 4.39E-02  43.47%
3178 10387620  Amacl 0.3 1.2 5.6 4.39E-02 43.47%
3179 10436734  Bachl -0.3 0.8 10.0 4.39E-02  43.47%
3180 10559687  Isoc2b 0.2 1.2 7.2 4.40E-02 43.47%
3181 10381872  Tik2 -0.2 0.8 8.1 4.40E-02  43.47%
3182 10426169  1300018J18Rik -0.2 0.9 8.3 4.40E-02 43.47%
3183 10338754 -0.4 0.7 6.1 4.40E-02  43.48%
3184 10340667 0.4 1.3 4.4 4.40E-02  43.48%
3185 10342686 -0.5 0.7 4.9 4.41E-02  43.54%
3186 10363894  Ipmk -0.3 0.8 11.3 4.42E-02  43.67%
3187 10496789  Lpar3 -0.2 0.9 7.1 4.43E-02  43.69%
3188 10516551  S100pbp -0.2 0.9 7.5 4.43E-02  43.69%
3189 10529375  Mxd4 -0.2 0.9 8.8 4.43E-02  43.69%
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3190 10515696  Sz¢2 -0.2 0.9 8.1 4.44E-02  43.69%
3191 10485183  Slc35cl 0.2 1.1 8.9 4.44E-02  43.69%
3192 10343594 0.3 1.2 8.2 4.44E-02  43.69%
3193 10553197  Ushlic 0.2 1.2 6.1 4.44E-02  43.69%
3194 10584372  OIfr887 0.2 1.1 4.1 4.44E-02  43.69%
3195 10462702  Hectd? -0.2 0.9 5.8 4.44E-02  43.69%
3196 10374400  Fbxo48 -0.3 0.8 6.1 4.44E-02  43.69%
3197 10391828 Clgll 0.2 1.2 6.4 4.44E-02  43.69%
3198 10528257  Rsbnll -0.3 0.8 9.1 4.45E-02  43.77%
3199 10387807  0610010K14Rik 0.1 1.1 9.0 445E-02  43.77%
3200 10505922 0.2 1.1 7.3 4.45E-02  43.77%
3201 10341749 -0.2 0.8 8.9 4.46E-02  43.78%
3202 10436304  Abi3bp -0.3 0.8 8.0 4.46E-02  43.78%
3203 10562592 Gm5114 0.2 1.2 6.0 4.46E-02  43.84%
3204 10419542  Tmem355b -0.1 0.9 8.4 4.47E-02  43.88%
3205 10342646 0.2 1.2 9.6 447E-02  43.88%
3206 10441280  Prdmli5 -0.1 0.9 7.6 4.47E-02  43.88%
3207 10590191 Wdr48 -0.2 0.9 9.8 447E-02  43.88%
3208 10536752  Fscn3 0.2 1.2 53 4.48E-02  43.88%
3209 10554629  Efiudl -0.2 0.9 8.8 448E-02  43.88%
3210 10431845  Ano6 -0.2 0.9 5.9 4.48E-02  43.89%
3211 10404904  Rbm24 0.1 1.1 7.7 448E-02  43.89%
3212 10500360 -0.2 0.9 53 4.48E-02  43.90%
3213 10517655  Pla2g5 0.5 1.5 8.0 4.49E-02 43.93%
3214 10411306  Polk -0.3 0.8 7.3 4.49E-02  43.93%
3215 10484941  Madd -0.1 0.9 7.6 4.49E-02 43.93%
3216 10464251  Atrnll -0.2 0.9 93 4.49E-02  43.93%
3217 10341887 -0.5 0.7 5.5 4.49E-02 43.93%
3218 10349239  Mki67ip 0.3 1.2 9.8 4.49E-02  43.93%
3219 10513551  Fkbpl5 0.1 1.1 8.8 4.50E-02 43.93%
3220 10519234  B3galt6 0.2 1.2 6.7 4.50E-02  43.93%
3221 10404051  Histlh4d 0.2 1.1 12.7 4.50E-02  43.94%
3222 10488626  Zcchce3 0.2 1.1 7.0 4.50E-02  43.94%
3223 10339146 -0.5 0.7 4.9 4.50E-02  43.94%
3224 10400633 -0.3 0.8 3.7 4.51E-02  43.94%
3225 10551570  Sirt2 0.1 1.1 9.5 4.51E-02  43.94%
3226 10339836 0.3 1.2 8.8 4.51E-02  43.94%
3227 10550163  Sult2al 0.3 1.2 33 4.51E-02  43.94%
3228 10451879  Zfpli19a -0.3 0.8 5.8 4.51E-02  43.97%
3229 10340812 -0.3 0.8 7.2 4.52E-02  43.98%
3230 10442194  Zfp677 -0.3 0.8 5.2 4.52E-02  43.98%
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3231 10498395 0.2 1.1 2.6 4.52E-02  43.98%
3232 10440717 0.2 1.1 8.2 4.52E-02 43.98%
3233 10459071  2010002N04Rik 0.4 1.3 8.0 4.52E-02  43.98%
3234 10387638  Fgfil -0.2 0.9 6.6 4.52E-02 43.98%
3235 10344604 0.2 1.1 11.0 4.52E-02  43.98%
3236 10433219  Natl5 -0.2 0.9 10.4 4.53E-02 43.99%
3237 10339310 -0.5 0.7 5.9 4.53E-02  43.99%
3238 10344365 -0.5 0.7 4.8 4.53E-02 44.02%
3239 10528484  Srpk2 -0.2 0.8 7.8 4.53E-02  44.03%
3240 10405885 0.4 1.3 3.9 4.53E-02 44.03%
3241 10458046  DOH4S114 -0.3 0.8 8.1 4.54E-02  44.05%
3242 10357696 0.2 1.2 5.6 4.54E-02  44.05%
3243 10554895  Crebzf -0.2 0.9 8.7 4.54E-02  44.05%
3244 10534075  Psph 0.2 1.2 7.3 4.54E-02  44.05%
3245 10543530  Pax4 0.2 1.1 6.3 4.55E-02  44.05%
3246 10580981 0.2 1.1 7.2 4.55E-02 44.05%
3247 10542340  8430419L09Rik -0.2 0.9 8.9 4.55E-02  44.05%
3248 10342735 0.6 1.5 7.0 4.55E-02 44.05%
3249 10371770  Gas2!3 -0.4 0.8 8.8 4.55E-02  44.05%
3250 10342501 0.4 1.3 6.6 4.55E-02  44.05%
3251 10547807  Eno2 -0.1 0.9 6.4 4.56E-02  44.05%
3252 10344329 -0.5 0.7 6.4 4.56E-02  44.05%
3253 10344342 -0.5 0.7 7.6 4.56E-02  44.05%
3254 10362672 0.3 1.3 9.1 4.56E-02 44.05%
3255 10338794 -0.3 0.8 7.2 4.56E-02  44.05%
3256 10474411  Lin7c -0.3 0.8 11.1 4.56E-02 44.06%
3257 10500555  Hsd3b3 -0.8 0.6 5.5 4.56E-02  44.07%
3258 10344556 -0.3 0.8 6.6 4.57E-02  44.08%
3259 10510574  Errfil -0.3 0.8 10.4 4.57E-02  44.08%
3260 10596166  1300017J02Rik 0.5 1.4 6.4 4.57E-02 44.11%
3261 10437655  Nubpl 0.2 1.1 7.1 4.57E-02  44.11%
3262 10359689  Atplbl -0.1 0.9 13.1 4.57E-02 44.11%
3263 10343885 -0.3 0.8 8.0 4.58E-02 44.11%
3264 10552613  Klkib4 0.3 1.2 6.3 4.58E-02 44.11%
3265 10378253  Camkkl -0.2 0.9 7.0 4.59E-02  44.18%
3266 10465812  TtcYc -0.1 0.9 9.5 4.59E-02  44.18%
3267 10338460 -0.2 0.9 10.3 4.59E-02  44.18%
3268 10395201  Slc26a3 -0.2 0.9 11.3 4.59E-02  44.19%
3269 10496204  Cenpe -0.3 0.8 8.1 4.60E-02  44.22%
3270 10555771 Olfr592 -0.2 0.9 3.7 4.60E-02  44.22%
3271 10489038  Scandl 0.2 1.1 10.9 4.60E-02  44.22%
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3272 10409338  Nopl6 0.2 1.1 9.8 4.60E-02  44.22%
3273 10339934 -0.5 0.7 6.4 4.60E-02  44.22%
3274 10343602 -0.2 0.9 9.9 4.60E-02  44.22%
3275 10584803  Ift46 -0.2 0.9 9.5 4.60E-02  44.22%
3276 10608703  Tomt 0.2 1.1 5.6 4.61E-02  44.23%
3277 10604169  RhoxI2 0.2 1.1 5.6 4.61E-02 44.24%
3278 10341769 -0.3 0.8 10.0 4.61E-02  44.24%
3279 10350335  Hmbs 0.2 1.1 9.6 4.61E-02 44.24%
3280 10456005 Cd74 0.2 1.1 12.4 4.61E-02  44.24%
3281 10473252 0.2 1.1 3.2 4.62E-02  44.28%
3282 10542237 0.2 1.1 4.5 4.62E-02  44.31%
3283 10433639  Mki2 -0.2 0.9 8.9 4.62E-02 44.31%
3284 10341037 -0.8 0.6 2.8 4.63E-02  44.32%
3285 10594301 Coro2b 0.2 1.1 6.4 4.63E-02 44.32%
3286 10441864  Miit4 -0.2 0.9 9.9 4.63E-02  44.32%
3287 10538148 0.2 1.2 34 4.63E-02 44.32%
3288 10366909  R3hdm?2 -0.2 0.9 9.1 4.63E-02  44.32%
3289 10342403 -0.5 0.7 5.1 4.63E-02 44.32%
3290 10514049  Nfib -0.3 0.8 8.4 4.64E-02  44.36%
3291 10339839 0.4 1.3 5.3 4.64E-02 44.36%
3292 10360328  Apcs 0.5 1.4 4.7 4.64E-02  44.36%
3293 10563780  E2f8 -0.2 0.9 8.4 4.64E-02 44.36%
3294 10380534  Spop -0.2 0.9 9.5 4.65E-02  44.36%
3295 10343815 0.3 1.2 6.7 4.65E-02 44.38%
3296 10352133  Efcab2 -0.3 0.8 5.7 4.65E-02  44.38%
3297 10463404  Faml78a -0.3 0.8 8.1 4.65E-02 44.40%
3298 10468307 0.2 1.1 5.9 4.66E-02  44.40%
3299 10353878  Ankrd23 -0.1 0.9 7.0 4.66E-02  44.40%
3300 10338567 0.2 1.2 10.3 4.66E-02  44.40%
3301 10428020  6-Mar -0.2 0.9 11.2 4.67E-02  44.44%
3302 10493317  Gon4l -0.1 0.9 8.2 4.67E-02  44.44%
3303 10571474  Pcml -0.2 0.9 9.3 4.67E-02  44.44%
3304 10585347  4930550C14Rik -0.2 0.9 4.8 4.67E-02  44.44%
3305 10590365 Viprl -0.3 0.8 10.0 4.67E-02  44.45%
3306 10447695 0.2 1.1 5.5 4.68E-02  44.52%
3307 10411491 Tnpol -0.2 0.9 9.9 4.68E-02  44.52%
3308 10431030  Mcat 0.1 1.1 7.5 4.68E-02  44.54%
3309 10450189  Btnl5 -0.2 0.8 11.7 4.69E-02  44.54%
3310 10544089  Zc3havl -0.2 0.9 8.8 4.69E-02  44.54%
3311 10339151 0.5 1.5 7.2 4.69E-02  44.54%
3312 10428376  Angptl 0.2 1.1 4.3 4.69E-02  44.54%
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3313 10573483  Prdx2 0.2 1.1 8.1 4.69E-02  44.57%
3314 10369531 Tspanl5 -0.1 0.9 9.9 4.70E-02  44.57%
3315 10595148  Gsta2 -0.9 0.5 10.7 4.70E-02  44.57%
3316 10537707  Tas2ri39 0.1 1.1 4.5 4.70E-02  44.57%
3317 10514520 Cyp2j9 -0.6 0.7 6.9 4.70E-02  44.57%
3318 10444841 H2-QI10 0.2 1.1 6.2 4.70E-02  44.57%
3319 10372177  Tmtc2 -0.3 0.8 7.9 4.70E-02  44.57%
3320 10343716 -0.5 0.7 5.3 4.70E-02  44.57%
3321 10436608  Cxadr -0.3 0.8 9.8 4.71E-02  44.57%
3322 10432661 Galnt6 -0.2 0.9 9.7 4.71E-02  44.57%
3323 10503370  Hnrnpa3 -0.3 0.8 11.2 4.71E-02  44.57%
3324 10338260 -0.6 0.7 6.6 4.71E-02  44.57%
3325 10589192  Tmem89 -0.4 0.7 8.2 4.71E-02  44.57%
3326 10423363  Ank -0.4 0.7 9.1 4.71E-02  44.57%
3327 10587988  Gk5 -0.5 0.7 8.1 4.71E-02  44.57%
3328 10412911 0.2 1.1 11.4 4.72E-02  44.57%
3329 10341677 0.6 1.5 6.2 4.72E-02  44.57%
3330 10534945  Cyp3al3 -0.4 0.7 11.6 4.72E-02  44.57%
3331 10545252 0.4 1.3 7.3 4.72E-02  44.58%
3332 10459405  Nars 0.2 1.1 11.6 4.73E-02  44.60%
3333 10484569  Olfri045 0.4 1.3 4.4 4.73E-02  44.60%
3334 10432767 Gm5478 0.2 1.2 6.2 4.73E-02  44.60%
3335 10581650  Chst4 0.5 1.5 8.5 4.73E-02  44.60%
3336 10507653 0.2 1.2 7.1 4.73E-02  44.60%
3337 10341151 -0.4 0.7 5.4 4.73E-02  44.60%
3338 10533090  RfcS 0.2 1.1 10.0 4.73E-02  44.60%
3339 10340722 -0.5 0.7 5.6 4.74E-02  44.60%
3340 10350516  Prgs?2 0.6 1.5 8.0 4.74E-02  44.60%
3341 10388684  Taokl -0.2 0.9 9.6 4.74E-02  44.60%
3342 10552311 0.3 1.2 8.8 4.74E-02  44.60%
3343 10565341 0.2 1.2 10.0 4.74E-02  44.60%
3344 10513381  Rodl -0.1 0.9 12.3 4.74E-02  44.60%
3345 10550326  Ap2sl 0.1 1.1 9.8 4.74E-02  44.60%
3346 10529218  Supt7l 0.2 1.1 8.1 4.75E-02  44.62%
3347 10359561  Fmo4 -0.4 0.8 10.0 4.75E-02  44.62%
3348 10368490  Rnfi46 -0.2 0.9 8.4 4.75E-02  44.62%
3349 10338941 -0.6 0.6 3.6 4.75E-02  44.62%
3350 10545862 Cmi3 -0.8 0.6 7.3 4.75E-02  44.65%
3351 10340138 0.3 1.2 5.2 4.76E-02  44.71%
3352 10414485  Olfr743 0.2 1.1 3.7 4.77E-02  44.73%
3353 10351045 0.5 1.4 5.0 4.77E-02  44.73%
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3354 10412661 0.2 1.2 4.8 4.77E-02  44.73%
3355 10572097  Sh2d4a -0.2 0.9 8.7 4.77TE-02  44.73%
3356 10342294 0.2 1.2 13.0 4.77E-02  44.73%
3357 10338423 -0.3 0.8 7.8 4.78E-02  44.75%
3358 10479297  Lsmli4b -0.1 0.9 8.3 4.78E-02  44.75%
3359 10593167 0.5 1.4 9.4 4.78E-02  44.80%
3360 10475362 Wdr76 -0.2 0.9 8.0 4.79E-02  44.82%
3361 10402554  Bclllb -0.2 0.9 8.1 4.79E-02  44.83%
3362 10394674  Socs?2 0.3 1.2 11.3 4.79E-02  44.83%
3363 10346943  Crebl -0.2 0.9 9.7 4.79E-02  44.84%
3364 10405163  Spinl -0.1 0.9 9.9 4.80E-02  44.84%
3365 10585905  Parp6 -0.2 0.9 8.0 4.80E-02  44.84%
3366 10343703 -0.6 0.7 5.0 4.80E-02  44.84%
3367 10533504  [fi81 -0.2 0.9 6.2 4.80E-02  44.84%
3368 10342945 0.2 1.1 11.5 4.80E-02  44.86%
3369 10341919 -0.4 0.8 7.3 4.81E-02 44.87%
3370 10416655 Gm5465 -0.2 0.9 6.6 4.81E-02  44.88%
3371 10596231  Dnajcli3 -0.1 0.9 10.2 4.81E-02 44.88%
3372 10595840  Acpl? -0.2 0.9 7.5 4.81E-02  44.88%
3373 10349644  Avprib -0.2 0.9 5.9 4.82E-02 44.90%
3374 10533323  Adamla -0.2 0.8 7.1 4.82E-02  44.90%
3375 10340477 -0.2 0.8 8.0 4.82E-02  44.92%
3376 10490287 0.2 1.1 11.3 4.82E-02  44.92%
3377 10462281 Vidlr -0.2 0.9 7.0 4.82E-02  44.92%
3378 10502469  Pdlim5 -0.2 0.9 10.2 4.82E-02  44.92%
3379 10401238  Zfp36l1 -0.2 0.9 8.8 4.83E-02  44.94%
3380 10338815 0.2 1.2 10.1 4.83E-02  44.95%
3381 10470665  Setx -0.3 0.8 8.9 4.83E-02 44.98%
3382 10593988  Cilk3 -0.1 0.9 9.7 4.84E-02  44.98%
3383 10478291  Srsfo 0.2 1.1 10.2 4.84E-02  44.99%
3384 10367475 0.5 1.5 8.7 4.84E-02  45.00%
3385 10339939 -0.2 0.9 11.1 4.84E-02 45.01%
3386 10583806 0.2 1.1 10.0 4.85E-02  45.01%
3387 10338339 0.2 1.2 10.7 4.85E-02 45.01%
3388 10562416  Cebpg -0.2 0.9 9.5 4.85E-02  45.01%
3389 10391863  4933400C05Rik 0.2 1.1 5.1 4.85E-02  45.01%
3390 10450605  Tubbs 0.2 1.1 11.3 4.85E-02  45.01%
3391 10409881 Tpbpa 0.5 1.4 4.5 4.86E-02  45.01%
3392 10532463  Pusl 0.2 1.1 8.0 4.86E-02  45.01%
3393 10339017 0.5 1.5 6.2 4.86E-02  45.01%
3394 10385500  Irgml 0.5 1.4 9.9 4.86E-02  45.01%
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3395 10404700  UbxnZa -0.3 0.8 11.6 4.86E-02  45.01%
3396 10408335  AldhSal -0.2 0.9 7.5 4.86E-02 45.01%
3397 10343020 0.6 1.5 4.4 4.86E-02  45.04%
3398 10338810 -0.5 0.7 8.9 4.87E-02  45.07%
3399 10519516  Slc25a40 -0.2 0.9 7.6 4.88E-02  45.10%
3400 10472162  Gpd2 -0.3 0.8 10.8 4.88E-02 45.10%
3401 10583834  Anin 0.2 1.1 5.9 4.88E-02  45.10%
3402 10515704  Sze2 -0.1 0.9 7.0 4.88E-02 45.10%
3403 10428755  Zhxl -0.2 0.9 9.4 4.88E-02  45.11%
3404 10381539  Go6pc3 0.2 1.1 9.3 4.88E-02 45.11%
3405 10489349  Gtsfll 0.3 1.2 5.4 4.88E-02  45.11%
3406 10348321 Dgkd -0.2 0.9 9.3 4.88E-02 45.11%
3407 10413695  Pbrml -0.1 0.9 10.2 4.89E-02  45.12%
3408 10379340  Mirl93 0.3 1.2 5.7 4.89E-02 45.13%
3409 10404264  Pri 0.2 1.1 4.5 4.90E-02 45.13%
3410 10467139  Lipa -0.5 0.7 9.8 490E-02 45.13%
3411 10373340  Rbms?2 -0.2 0.9 8.8 4.90E-02 45.13%
3412 10505978 -0.1 0.9 5.4 490E-02 45.13%
3413 10458534  Pcdhl -0.2 0.9 8.1 4.90E-02 45.13%
3414 10605633  Pet2 0.2 1.2 4.8 490E-02 45.14%
3415 10343160 0.5 1.4 4.7 4.90E-02  45.14%
3416 10449920  Zfp8il -0.3 0.8 4.3 491E-02 45.17%
3417 10416956  Miri9b-1 0.3 1.2 4.4 491E-02  45.17%
3418 10592391 Olfr937 -0.2 0.9 4.0 491E-02 45.17%
3419 10581813  Mikl 0.4 1.3 8.5 491E-02  45.17%
3420 10539177  Eif4a3 0.2 1.1 9.6 491E-02 45.17%
3421 10338466 -0.2 0.9 10.2 4.92E-02  45.17%
3422 10489364  3230401D17Rik -0.2 0.9 9.1 4.92E-02 45.17%
3423 10341504 -0.4 0.8 6.5 4.92E-02  45.17%
3424 10354576  Dnahc7b 0.3 1.2 5.7 4.92E-02 45.17%
3425 10339907 -0.4 0.8 7.7 4.92E-02  45.17%
3426 10518473  Fbxo6 0.3 1.2 8.4 4.92E-02 45.17%
3427 10402336  Ddx24 0.1 1.1 8.8 4.92E-02  45.17%
3428 10373628  Olfr798 -0.3 0.8 33 4.92E-02 45.17%
3429 10473312  Faml71b -0.3 0.8 6.7 4.93E-02 45.18%
3430 10532040  Zfp644 -0.2 0.9 8.7 4.93E-02 45.18%
3431 10338074 -0.3 0.8 8.9 4.93E-02 45.18%
3432 10481531  BC005624 -0.2 0.9 8.7 4.93E-02 45.18%
3433 10602020  ThcldS8h -0.3 0.8 8.5 4.93E-02  45.19%
3434 10343652 0.4 1.3 7.8 4.94E-02 4521%
3435 10592856  CcdcS4 -0.2 0.9 8.2 4.94E-02  4521%
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3436 10500021 Cgn -0.2 0.9 9.5 4.94E-02 4521%
3437 10414723 0.2 1.2 4.4 4.94E-02  45.22%
3438 10414923 0.2 1.2 4.4 4.94E-02  45.22%
3439 10340837 -0.3 0.8 7.7 4.94E-02  45.23%
3440 10530259  9130230L23Rik -0.3 0.8 8.4 4.95E-02  45.26%
3441 10428973  Gsdmc4 -0.7 0.6 8.4 4.95E-02  45.26%
3442 10349569 -0.3 0.8 7.4 4.96E-02  45.28%
3443 10416837  Irgl -0.2 0.9 6.4 4.96E-02  45.28%
3444 10578493  TiIr3 -0.2 0.9 9.0 4.96E-02  45.28%
3445 10469255  Prkeq -0.4 0.8 7.4 4.96E-02  45.32%
3446 10458355  Apbb3 -0.2 0.9 7.4 4.97E-02  45.35%
3447 10344382 -0.3 0.8 7.1 4.97E-02  45.35%
3448 10339206 -0.3 0.8 6.0 4.97E-02  45.37%
3449 10381445  Tmeml06a -0.2 0.9 10.0 4.98E-02  45.37%
3450 10344741  Hnrnpa3 -0.3 0.8 11.1 4.98E-02  45.37%
3451 10515113  Hnrnpa3 -0.3 0.8 11.1 4.98E-02  45.37%
3452 10339478 -0.5 0.7 6.9 4.98E-02  45.37%
3453 10514421  Lrrcl9 -0.2 0.9 10.2 4.99E-02 4541%
3454 10342123 -0.4 0.7 7.6 4.99E-02 4541%
3455 10474448 -0.2 0.9 3.1 4.99E-02  45.42%
3456 10513412  Mup4 0.5 1.4 4.8 4.99E-02  45.42%

Genes were ranked by unadjusted p-value (lowest to highest). Genes with an unadjusted p-value less
than 0.05 were included. Shown are fold-changes compared to gd 0. Fold-change is defined as the ratio
of fluorescent intensity of the gene on a gestation day to that on gd 0. Avg: Average. FDR: False

discovery rate based on Storey g-value.
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