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Zooplankton - Important Marker of Biodiversity

Ratnarajah, L., Abu-Alhaija, R., Atkinson, A. et al. Monitoring and modelling marine 
zooplankton in a changing climate. Nat Commun 14, 564 (2023). 
https://doi.org/10.1038/s41467-023-36241-5
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Metabarcoding vs. Direct Sequencing
Metabarcoding Pros: 

-Can see rare zooplankton morphospecies!

-Not all species barcodes are documented. 

Direct Sequencing Pros: 

- Less time consuming. 

However direct sequencing methods often miss 

unique morphospecies In Dr. Schwartz’s prior study at FHL, during July 2021, 
over 47% of the day time plankton sample collected 
from the dock did not have DNA barcodes. 

Of the nightime plankton samples two Mysida 
specimens resulted with no matching DNA barcodes 
across all databases. 



Methods
Unique morphospecies were preserved in 95% ethanol, 
including 11 Mysida specimens. Utilized scanning 
electron microscopy (SEM) for species identification. 

Day plankton tow, performed around 1330 on 06/28/2025

Night plankton tow, performed around 2330 on 06/28/2025

Samples were divided into two, one was sent for 
eDNA and metabarcoding while the other half was 
analyzed by hand sorting. 



Mysida 
Phylum: Arthropoda
Class: Malacostraca
Order: Mysida 

Meland K, Mees J, Porter M, Wittmann KJ (2015) Taxonomic Review of the Orders 
Mysida and Stygiomysida (Crustacea, Peracarida). PLOS ONE 10(4): e0124656. 
https://doi.org/10.1371/journal.pone.0124656

Ecological Role
-Prey for fishes and birds 
-Feed on algae and other zooplankton

Mysidopsis bahia is commonly used as a 
model for toxicity testing

https://doi.org/10.1371/journal.pone.0124656


Migration Patterns

Tend to aggregate in the day time, 
partial dispersal at night

Horizontal Migration
-in-shore and offshore movements
-daily and seasonal migrations

Gibson, R & Atkinson, R & Gordon, J & Editors, Taylor & In, Francis 
& Jumars, Peter. (2007). HABITAT COUPLING BY MID-LATITUDE, 
SUBTIDAL, MARINE MYSIDS: IMPORT-SUBSIDISED 
OMNIVORES. An Annual Review. 45. 89-138. 



Mysids sent for DNA 
sequencing



Morphology

Kendra L. Daly and Charlotte Holmquist. 1986. A key to 
the Mysidacea of the Pacific Northwest. Canadian 
Journal of Zoology. 64(6): 1201-1210. 
https://doi.org/10.1139/z86-179

https://doi.org/10.1139/z86-179
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